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Abstract

Nitroaromatics are major pollutants released in the environment during the post-in‐
dustrialization era and pose toxic effects to living organisms. Several bacterial strains
have been isolated for the degradation of these nitroaromatic pollutants. Some of
them have been used in field trial experiments for the removal of nitroaromatics from
industrial water and groundwater. Very few bacterial pathways have been character‐
ized at genetic and molecular levels. In this review, we cover all reported degradation
pathways and their gene evolution. These studies for nitroaromatics clearly indicate
that most of the involved genes have evolved from preexisting enzymes by using all
means of gene evolution like horizontal gene transfer, mutation, and promiscuity
principle. This information has been exploited for the creation of hybrid pathways
and better biocatalysts for degradation.

Keywords: Nitroaromatics, biodegradation, gene evolution, oxygenase

1. Introduction

Microbes are empowered to degrade environmental pollutants under different conditions to
perform unusual metabolic and physiological activities [1]. The metabolic versatility of the
microbes helps them utilize a range of organic/inorganic compounds for their growth. This
metabolic versatility has been exploited for human benefit in various industrial products like
cheese (dairy industry), insulin, antibiotics (pharmaceutical industry), etc. Microbial enzyme
systems have also been used for the development of suitable biocatalysts for green chemistry
applications [2]. Whole microbes have also been tested for their potential in bioremediation [3].
Organic aromatic compounds have been the main source of pollution in several water bodies
[4]. Thus, a remediation and degradation study of aromatics has been a focus of intensive study.
In this review, we will focus only on nitroaromatic compounds.

© 2015 The Author(s). Licensee InTech. This chapter is distributed under the terms of the Creative Commons
Attribution License (http://creativecommons.org/licenses/by/3.0), which permits unrestricted use, distribution,
and reproduction in any medium, provided the original work is properly cited.



1.1. Nitroaromatics

Nitroaromatic compounds have at least one nitro group attached to the aromatic ring, like
nitrobenzene, nitrotoluenes, nitrophenols, etc. In nature, nitroaromatic compounds are mostly
found in natural products from different plants, fungi, and bacteria [5, 6]. The best known
example of this is chloramphenicol, which is produced by Streptomyces venezuelae [7–9]. The
role of some nitroaromatic compounds in cellular signaling has also been established. For
example, 2-nitrophenol and 4-methyl-2-nitrophenol are well-known pheromones for ticks that
enable them to aggregate and attach to mammals [5, 10] (Figure 1).

Figure 1. Nitroaromatics as cell signaling molecules.

In nature, several nitroaromatic compounds are produced by the incomplete combustion of
fossil fuel, which releases hydrocarbons. These hydrocarbons produce nitroaromatic com‐
pounds after nitration with nitrogen dioxide present in the atmosphere. Mixtures of nitro-
polyaromatic hydrocarbons can be produced to form 3-nitrobiphenyl,1- and 2-
nitronaphthalene,3-NT and nitrobenzene by a hydroxyl radical-initiated mechanism [11–15].

1.2. Synthetic nitroaromatic compounds (production and uses)

The versatile chemistry of the nitro group ensures that nitroaromatic compounds serve as
important feed stocks in different industrial processes. These compounds are commonly used
in the manufacture of pharmaceuticals. For example, substituted nitrobenzenes and nitropyr‐
idines are used in the production of indoles, which are active components of several drugs and
agrochemicals [16]. Paracetamol (an analgesic and antipyretic) is synthesized in a one-step
reductive acetamidation from 4-nitrophenol [17]. Nitrobenzenes or halonitrobenzenes are
used in the synthesis of derivatives of phenothiazines, a large class of drugs with antipsychotic
properties [18, 19].

Some nitroaromatics like nitrobenzene, nitrotoluene, and nitrophenols are used in the
synthesis of pesticides. For example, fluorodifen [20], bifenox, parathion [21], and carbofuran
[22] are synthesized from nitrophenols. Some dinitrophenols like 2,5-dinitro-o-cresol have
been used in the synthesis of herbicides, insecticides, fungicides, etc. [5, 23].

Aromatic amines are the largest feedstock group for chemical industries. It is estimated that
the worldwide consumption of aniline is approximately 3 million tons [5]. This consumption
grew by 7% annually till 2014 and is expected to reach 6.2 million tons in 2015 (Global Analysts
report 2014 on aniline production). Aniline is used in the synthesis of drugs, pesticides, and
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explosives and used as a building block for the production of polyurethane foams, rubber, azo
dyes, photographic chemicals, and varnishes [24].

Some nitroaromatics are used in the production of explosives like trinitrotoluene (TNT), which
is produced by sequential nitration of toluenes. 1,3,5-Trinitrophenol (picric acid), which was
prepared in 1771 as a yellow dye for fabrics [25], has also been used in explosive shells. The
methyl group of TNT can be eliminated to produce trinitrobenzene (TNB), a high-energy
explosive with decreased shock sensitivity [26].

1.3. Release of nitroaromatics in the environment

The estimated annual production of nitroaromatic compounds is 108 tons (http:www.ucl/agro/
abi/gebi). Chemical industries release these compounds into the environment through various
sources, like the use of pesticides and the improper handling or storage of chemicals. The
leakage into industrial effluents by improper disposal or through accidental spills by explosive
ammunitions are commonly responsible for these compounds to find their way into the
environment [27]. A recent example of an industrial accident is from China, where about 100
tons of benzene and nitrobenzene were released to Songhua River because of an accidental
explosion in the factory of China National Petroleum, Jilin City, on November 13, 2005 [28].

1.4. Toxic effects

The electron withdrawing property of the nitro groups creates a charge on the molecule. It is
a unique property that makes the nitro group an important functional group for different
industrial synthetic processes. Simultaneously, the same property makes these molecules
hazardous to the environment. This is why these compounds are given hazardous rating 3
(HR 3), where 3 shows the highest level of toxicity [29]. These are toxic to most living organisms,
including humans, fishes, algae, and microorganisms [30, 31]. Their toxicity principally
manifests itself due to their ability to uncouple photo or oxidative phosphorylation processes
[32, 33]. Some of these compounds are also known for their ecotoxicity [34, 35], immunotoxicity
[36], carcinogenicity [37], mutagenicity [38, 39], and teratogenicity [40, 41]. Some nitroaromat‐
ics are also converted into carcinogens and mutagens when metabolized by liver or intestinal
microflora [42, 43].

1.5. Treatment options

1.5.1. Physical, chemical, and physicochemical methods

Different physical methods are available for the treatment of these toxic chemicals, like
adsorption, incineration, photo-oxidation, hydrolysis, volatilization, etc. During adsorption,
these compounds are only adsorbed on resins and separated but not destroyed completely. In
incinerations, these compounds are treated at very high temperatures, which is neither cost
effective nor eco-friendly because toxic NOx fumes are often released in the environment in
this process. There are various reports on advanced oxidation processes (AOPs) that utilize
ozone, UV radiation, hydrogen peroxide, or combinations of all these for the treatment of
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nitroaromatic compounds [44–47]. The use of hydrogen peroxide in these processes generates
toxic intermediates and is therefore not cost-effective [48]. Because of limitations of these
methods, biodegradation has emerged as a viable alternative.

1.5.2. Bioremediation

Bioremediation involves biological agents to catalyze the degradation and transformation of
recalcitrant molecules to simpler structures. Few common terms used in these processes are
defined as follows:

• Biodegradation is the breakdown of organic pollutants due to microbial activity. In this
process, the microbe feeds on the pollutant to grow. The degradation of contaminant
generates energy and microbe utilizes this energy for its growth.

• Biomineralization is the process of complete biodegradation. The organic contaminants are
degraded completely through a series of degradation steps and finally converted to
inorganic molecules like H2O and CO2. In the process, organic molecule provides both
carbon and energy to the microbe, and if organic molecule is nitroaromatic, it provides
nitrogen as well.

• Biotransformation is the process where in one organic molecule is modified by the action of
biological agents. Sometimes, biotransformation occurs with cometabolism, where a
microbe uses a substrate for its growth but transforms another substrate, which is not
utilized by microbe for its growth.

Microbes have been isolated from almost all the parts of biosphere. Further, their adoptability
for different environmental conditions and ability to utilize even recalcitrant compounds for
their foods make them suitable agents for bioremediation.

Figure 2. General principle of aerobic aromatic catabolism in bacteria. The three stages are as follows: the conversion of
the growth substrate to catechol (or substituted catechol), then ring cleavage, and finally metabolism of the ring cleav‐
age product to central metabolites by either the ortho or meta pathways. (Adapted from Williams and Sayers [51])
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Biodegradation gained worldwide attention to treat toxic compounds [49]. This is because of
its eco-friendliness. Supplementing the medium with readily utilizable carbon sources can
enhance degradation processes. Thus, toxic intermediates are not generated and complete
removal of toxic compounds is possible. During the last few decades, extensive research has
been carried out for isolation of microbes with the abilities of degrading wide range of toxic
nitroaromatic compounds and has been reviewed nicely [5, 49, 50]. Some common routes
adopted by bacterial strains in nature during the degradation of aromatic compounds are
described here.

1.6. General principles of pathways for aerobic aromatic catabolism

The pathway for catabolism of aromatic compound basically has three stages (Figure 2) [51–
53]. In the first stage, the substrate undergo changes in its substituent groups by the action of
mono- or dioxygenases to form catechols (or substituted catechols). The catechols then serve
as substrates for the second stage of catabolism, that is, the ring opening. This process is
facilitated by the action of dioxygenases, which breaks carbon–carbon bond by adding
molecular oxygen and produce unsaturated aliphatic acid.

Figure 3. Central catechol pathway for the aerobic degradation of aromatics.
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There are two families of ring opening enzymes, ortho or intradioldioxygenases, which produce
cis,cis muconic acid (or its derivative), and meta or extradioldioxygenases, which produce 2-
hydroxymuconic semialdehyde (or derivative). Both pathways (ortho and meta cleavage) are
shown in Figure 3 and meta cleavage pathway for methylcatechols is shown in Figure 4. The
third stage of catabolism is the conversion of the ring cleavage products into smaller com‐
pounds that can enter into central metabolic routes.

In general, aromatic compounds are initially catabolized by various pathways (known as
peripheral pathways), which converge on a limited number of common intermediates
(catechols or its derivatives). These intermediates are further utilized by a small number of
common pathways (central pathways).

Figure 4. The meta cleavage pathway of methylcatechols.
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2. Microbial degradation of nitroaromatics

When a nitroaromatic compound is exposed to the environment, its biodegradation takes place
either by anaerobic route or by aerobic route. Different strategies applied for the degradation
of nitroaromatic compounds by bacterial strains are shown in Figure 5.
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Figure 5. Different strategies of microbial remediation of nitroaromatics. (Adapted from Kulkarni and Chaudhari [49])

2.1. Anaerobic biodegradation of nitroaromatics

In this process, nitro group is reduced to nitroso derivative, hydroxyl amines, or amines by
the action of nitroreductases. The degradation of most of the (poly)nitroaromatic compounds
occurs only under anaerobic conditions [49, 54, 55]. The complete mineralization of nitroaro‐
matic by a single anaerobic strain is very rare [56]. There are several reports showing that the
initial step during the degradation of mono-, di-, and trinitroaromatic compounds is the
reduction of nitro groups to amino groups [56–60].

2.2. Aerobic biodegradation of nitroaromatic compounds

Mono- and dinitroaromatics are mainly subjected to aerobic biodegradation and achieve to
complete mineralization. Here nitroaromatics serve as source of carbon, nitrogen, and energy
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for the microbe. During the past few decades, several reports came up with isolation of
microbes mineralizing different nitroaromatic compound and their degradation pathway. Few
of them are extensively studied and characterized. There are different strategies in the aerobic
degradation of nitroaromatics [61], which is used in nature as shown in Figure 5.

2.3. Reactions catalyzed by mono-oxygenases

Mono-oxygenases are known to add single oxygen atom at a time and cause the release of nitro
group. Simpson and Evans [62] reported the role of mono-oxygenase in a Pseudomonas sp.,
where 4-nitrophenol was converted to hydroquinone with the concomitant release of nitrite.
Subsequently, Spain and Gibson (1991) reported accumulation of hydroquinone and release
of nitrite from 4-nitrophenol by partially purified mono-oxygenase from a Moraxella sp.

2.4. Dioxygenase catalyzed reactions

Dioxygenases are known to add two -OH groups simultaneously on the benzene ring of
nitroaromatic compounds with the release of nitro group as nitrite. This type of mechanism is
reported for 2,6-dinitrotoluene biotransformation by Alcaligenes eutrophus [63]. Other
examples include the degradation of 2-NT [64, 65], 3-NT [66], nitrobenzene [67], and 2,4-DNT
[68].

2.5. Meisenheimer complex formation

The addition of a hydride ion to the aromatic ring of nitroaromatic compound leads to the
formation of a Meisenheimer complex [27]. The complex rearomatizes after the release of nitrite
anion [69].

2.6. Partial reduction of nitro groups

In this mechanism, the nitro group is partially reduced to the corresponding hydroxylamine,
which upon hydrolysis yields ammonia. This mechanism was reported in Comamonas
acidovorans, where 4-nitrobenzoate is converted to 4-hydroxyl-aminobenzoate [69].

2.7. Different bacterial pathways reported for the degradation of mononitrotoluenes and
nitrobenzene

2.7.1. Bacterial degradation of nitrobenzene

The aerobic degradation of nitrobenzene involves two major pathways: a most commonly
found partial reductive pathway and a dioxygenase catalyzed pathway (Figure 6). In the
oxidative degradation of NB, degradation starts with the action of nitrobenzene-1,2-dioxyge‐
nase, which converts nitrobenzene into catechol. This catechol is further cleaved by the action
of catechol 2,3-dioxygenase and degraded by the meta cleavage pathway. This type of pathway
is reported in Comamonas JS 765, Acidovorax sp. JS42, and Micrococcus sp. strain SMN1.

Wastewater Treatment Engineering58



NO2
NHOH

NH2

OH

CHO

COOH

NH2

COOH

COOH

NH2

CH2

COOH

NH2

OH

OH

CHO

COOH

OH

COOH

COOH

OH

COOH

COOH

O

CH2

COOH

O

CH3

COOH

O

HO

CH3CHO

+
CH3COOH

Nitrobenzene
Hydroxyl aminobenzene

2-aminophenol

2-amino muconic semialdehyde

2-amino muconate

2-amino-2,4-pentadienoate

Catechol

2-hydroxymuconic semialdehyde

2-hydroxymuconate

2-oxo-3-hexene-1,6-dioate

2-oxo-4-pentenoate

4-hydroxy-2-oxovalerate

CH2

COOH

OH

2-hydroxy-2,4-
pentadienoate NH3 H2O

Hydrolase

Aerobic Partial
reduction 

Route

Aerobic 
Dioxygenation 

 Route

Figure 6. Degradation pathways for nitrobenzene. Aerobic dioxygenation route is reported in Comamonas JS765 [67].
The aerobic partial reductive pathway is from Pseudomonas pseudoalkaligenes JS45 [61].

2.7.2. Bacterial degradation of mononitrotoluenes

Different bacterial strains have been isolated from various sources, which can utilize nitroto‐
luenes as carbon source or both carbon and nitrogen source. There are several reports on
different degradation pathways for mononitrotoluenes as described here.
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Nitrotoluenes may be subjected to reductive pathways (formation of aminotoluenes) [70] or
partial reductive pathway, wherein a nitro group is reduced to hydroxyl amino group and
finally releases ammonia [71–72]. For example, during the degradation of 4-NT by Pseudomo‐
nas sp., initially 4-NT is converted into 4-nitrobezoic acid via the formation of 4-nitrobenzyl
alcohol and 4-nitrobenzaldehyde. Then the nitro group is partially reduced to hydroxylamino
derivative (rather than amino derivative), which is further converted to protocatechuate
without the utilization of oxygen and release of ammonia [71, 72]. This type of mechanism was
first reported for the degradation of 4-nitrobenzoate by C. acidovorans NBA-10 [69]. In yet
another mechanism of 4-NT metabolism by Micobacterium sp., 4-NT was first converted to 4-
hydoxyl aminotoluene followed by 6-amino-m-cresol. Here ammonia is released only after the
ring cleavage [72].

An oxidative pathway is reported for 2-NT degradation by Acidovorax JS42 (Figure 7), wherein
the initial oxidation of the aromatic ring takes place to form methylcatechols by simultaneous
incorporation of both atoms of molecular oxygen and subsequent removal of the nitro group
as nitrite by the action of a dioxygenase enzyme [64, 65, 73].

The role of mono-oxygenases and dioxygenases in the removal of nitro group from p-nitro‐
phenol has also been reported from a Pseudomonas sp. [74–76].

Figure 7. Degradation of 2-NT by the formation of 3-methylcatechol in Acidovorax sp. JS 42.

The toluene mono-oxygenase encoded by TOL plasmid oxidizes only the methyl group of 3-
NT and 4-NT but not of the 2-NT [77]. Toluene dioxygenase from Pseudomonas putida F1 and
Pseudomonas sp. strain JS-150 oxidatively attacks on the methyl group of 2- and 3-NT to form
corresponding nitrobenzylalcohols. The enzyme, however, attacks on the aromatic ring of 4-
NT to produce 2-methyl-5-nitrophenol and 3-methyl-6-nitrocatechol [81]. In both cases (either
with toluene mono-oxygenase or dioxygenase as described above), the nitro group was not
removed from the benzene ring and mononitrotoluene isomers did not serve as growth
substrate. Degradations of monosubstituted 2-, 3-, and 4-nitrotoluenes were also reported from
an adapted activated sludge system [79].

The two strains of Comamonas JS47 and JS46 capable of degrading 4-nitrobenzoate and 3-
nitrobenzoate respectively were immobilized on alginate beads jointly and separately, and
these beads were loaded in the reactor and fed to different regimes of alternating nitrobenzoate
isomer or mixed nitrobenzoate isomer. Through this experiment, it was deduced that same
beads containing both strains were able to recover faster from change in input composition
than different beads containing different strains [80].
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2.7.2.1. Bacterial degradation of 4-nitrotoluene

Two different pathways are reported in bacterial strains (as shown in Figure 8). In aerobic
methyl group oxidation (Pseudomonas sp. strain TW3), initially 4-NT is converted to 4-
nitrobenzoic acid, and then the nitro group is partially reduced to hydroxylamine derivative,
which is further converted to protocatechuate without the utilization of oxygen but with
concomitant release of ammonia [81]. In another mechanism, 4-NT degradation is followed by
the formation of 4-hydroxylaminotoluene.
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There are few well-characterized bacterial strains that degrades or biotransforms more than
one mono-nitro compounds. 2-NT and 4-NT could transform to their corresponding amino‐
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toluenes and hydroxyl nitrotoluenes (pathways A and B, Figure 9) in P. putida OU83. Both
oxidative as well as reductive attack is reported during metabolism of 3-NT [71]. Here 70% of
the 3-NT was reduced to aminotoluene, whereas 30% was converted to 3-nitrophenol via the
formation of 3-nitrobenzylalcohol, 3-nitrobenzaldehyde, and 3-nitrobenzoic acid. 3-Nitrophe‐
nol was further metabolized with the release of nitrite (pathway C, Figure 9).
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Figure 9. Degradation of mononitrotoluenes by Pseudomonas putida strain OU83 [82]. The strain converts 2- and 4-nitro‐
toluenes to corresponding aminotoluenes and hydroxyl nitrotoluenes (pathways A and B), whereas 70% of 3-NT was
converted to 3-aminotoluene and 30% was degraded via the formation of the 3-nitrophenol (pathway C).

2.7.2.2. Degradation of mononitrotoluenes by Diaphorobacter sp. strain DS2

There are very few reports available on complete mineralization of mono-nitroaromatics by
single bacterial strains. The isolation and characterization of three Diaphorobacter sp. strains
DS1, DS2, and DS3, which are capable of mineralizing and utilizing 3-NT as the sole source of
carbon, nitrogen, and energy, was reported by our group [66]. The mineralization of 3-NT by
Diaphorobacter sp. strain DS2 was found by the initial reaction catalyzed by a dioxygenase with
the formation of mixtures of 3- and 4-methylcatechols. These methylcatechols were further
degraded by the meta cleavage pathway. This strain was able to degrade other compounds like
2-NT, 4-NT, nitrobenzene (NB), 2CNB, and 3CNB through an oxidative degradation route.
Cloning and sequencing of first enzyme of the pathways showed the presence of a multicom‐
ponent dioxygenase, i.e., 3NTDO. This 3NTDO gene was found to be present on the genomic
DNA of the strain on a 5-kb DNA stretch. Its subunits were identified as a reductase, a
ferredoxin, an oxygenase large and small subunit, and a regulatory gene product [83]. Subunits
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of 3NTDO were individually expressed in E. coli and purified by various purification techni‐
ques. To get active enzyme, all the subunits were mixed together in a certain proportion with
added NADH. Its active recombinant-reconstituted enzyme showed the conversion of
nitrotoluenes and nitrobenzenes to methylcatechols and catechols as measure products with
the release of nitrite [84]. Some other minor products are also formed as shown in Table 1.
Products other than (methyl)catechols are dead-end products and observed in the culture
broth during the degradation of its corresponding substrates with the Diaphorobacter sp. strain
DS2. This strain did not grow on any dinitrotoluenes (2,4 or 2,6), but recombinant-reconstituted
3NTDO released nitrite from 2,6-dinitrotoluene.

Table 1. Products from the various substrates by recombinant 3NTDO.
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2.8. Degradation of dinitrotoluene

2.8.1. 2,4- and 2,6-dinitrotoluene

Burkholderia sp. strain DNT and strain R34 mineralized 2,4-DNT with a nitrite removal
pathway involving dioxygenase and mono-oxygenase enzyme. Here both nitro groups are not
removed simultaneously but in a stepwise fashion. First, dinitrotoluene dioxygenase
(DNTDO) attacks on the benzene ring converting DNT into 4-methyl-5-nitrocatachol (4M5NC)
with the simultaneous removal of a nitrite group. Further, MNC mono-oxygenase removes
another nitrite and converts the substrate into 2-hydroxy-5-methylquinone. These dioxyge‐
nase and mono-oxygenase enzymes have been cloned and characterized [68, 85]. This 2-
hydroxy-5-methylquinone eventually leads to the formation of 2,4,5-trihydroxytoluene, a
reaction that is catalyzed by HMQ reductase. Ring fission of 2,4,5-trihydroxytoluene likely
occurs at position 5,6 of the aromatic ring to yield 2,4-dihydroxy-5-methyl-6-oxo-hexa-2,4-
dienoic acid as ring cleavage product (Figure 10).

Nishino et al. [61, 86] isolated Burkholderia cepacia strain JS850 and Hydrogenophaga paleronii
strain JS863 that were able to mineralize 2,4-DNT in the same way but degraded 2,6-DNT in a
different way. When 2,4- and 2,6-DNT were used as the sole source of carbon and nitrogen
together, the dioxygenation of 2,6-DNT to 3-methyl-4-nitrocatachol (3M4NC) was the initial
reaction, accompanied by the release of nitrite. 3M4NC was then subjected to meta-ring
cleavage (Figure 11) without releasing the second nitro group prior to the ring cleavage.
Although 2,4-DNT-degrading strains also could convert 2,6-DNT to 3M4NC, further catabo‐
lism was halted at the point. The pathway for 2,4-DNT degradation was different from that
for 2,6-DNT degradation. In the latter case, 2-hydroxy-5-nitro-6-oxohepta-2,4-dienoic acid was
the first ring fission product. How 3M4NC is converted to 2-hydroxy-5-nitro-6-oxohepta-2,4-
dienoic acid is unknown. In this pathway, the second nitrite group is released at the latter
stages of the pathway. Position 3 methyl group appears as the determinant recognized by the
initial dioxygenase to produce highly specific 3M4NC in the 2,6-DNT pathway proposed. The
gene encoding this dioxygenase showed a nucleotide sequence similar to the α subunit among
nitroarene dioxygenase.

The genes for the initial dioxygenases involved in 2,4-DNT and 2,6-DNT degradation are all
closely related, but the enzymes are produced at low constitutive levels [27, 86]. After initial
dioxygenation, the two pathways appear to diverge (Figures 10 and 11).

How does DNT degradation get affected by the presence of both isomers is important since
2,4-DNT and 2,6-DNT are produced in a 4:1 ratio [87]. These are often present together in
munitions plant wastewater. Lendenmann and Spain [88] initially failed to observe the
degradation of 2,4-DNT and 2,6-DNT simultaneously. Subsequently, an aerobic biofilm,
initially fed with low concentrations of DNT mixture, was tested. These concentrations were
then gradually increased and exhibited mineralization rates of 98% and 94% for 2,4- and 2,6-
DNT, respectively. The nitrogen was released as nitrite, reflecting oxidative bacterial activity.
Isomer concentration needed to be kept below inhibitory levels as high concentrations of each
isomer inhibited the degradation of the other. The simultaneous degradation of 2,4- and 2,6-
DNT may be unpredictable until an adapted population is established [87].
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Figure 10. 2,4-DNT metabolism pathway in Burkholderia sp. strain DNT and strain R34.

Although nitrotoluene degraders are widely distributed at contaminated sites, the contami‐
nants still persist for very long periods, leaving unanswered questions as to why biodegrada‐
tion is ineffective to remove them. Efficient anaerobic pathways for the degradation either of
mono- or dinitrotoluenes are not known, and 2,3-DNT currently does not appear to be
degradable [87].

Figure 11. 2,6-DNT metabolism pathway in Burkholderiacepacia strain JS850 and Hydrogenophaga paleroni strain JS863.

Bae et al. [89] found that in an anaerobic fluidized-bed granular carbon bioreactor, 2,4 DNT
can be converted completely to 2,4-diamino toluene, which subsequently mineralized in batch
activated sludge reactor. Paca et al. [90] took a mixture of microbes found in the mononitro‐
toluene, 2,4-dintrotoluene, and 2,6-dinitrotoluene contaminated soil. These microbes were
extracted and immobilized on the packing material of the packed bed reactor (PBR). Varying
concentrations of 2,4-DNT and 2,6-DNT were used. In this case, two types of packing material
were used out of which the reactor packed with Poraver removed 97% DNT in 11 days and
the one packed with fine clay achieved the efficiency of 78%. After 20 days, the metabolites
detected were 2-amino-4-nitrotoluene and 2,4-diamino toluene.

Wang et al. [91] reported that in wastewater enriched with contaminated DNT taken from
Qingyang chemical industry with a DNT concentration of 3.55–95.65 mg/L, ethanol was mixed
in the wastewater to act as an electron donor. The reactor in this case was made of polymethyl
metacrylate containing polyurethane foams for microorganism immobilization. The microor‐
ganism used was B925. Initially, the reactors were domesticated and immobilized with
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microorganism for first 10 days, and then the whole system was further operated for 140 more
days, gradually increasing the concentration of 2,4 DNT. DNT was then transformed to 2-
amino-4-nitrotoluene and 4-amino-2 nitrotoluene and 2,4-diaminotoluene.

2.9. Degradation of Trinitrotoluene (TNT)

Trinitrotoluene (TNT) is very difficult to degrade [87]. The three nitro groups with a nucleo‐
philic aromatic ring structure make TNT vulnerable to reductive attack but resistant to
oxygenase attack from aerobic organisms [92]. In most current reports, the reductive mecha‐
nism predominates in TNT degradation. New evidence indicates that TNT could be reduced
by carbon monoxide dehydrogenase from Clostridium thermoaceticum [93] and by the manga‐
nese-dependent peroxidase (MnP) from the white-rot fungus Phlebia radiata [94]. Based on the
discovery of pentaerythritoltetranitrate (PETN) reductase from Enterobacter cloacae PB2, French
et al. [95] found that this strain could grow slowly on 2,4,6-TNT under aerobic conditions as
the sole nitrogen source without the production of dinitrotoluene as an intermediate and
catalyzed conversion of the TNT via a hydride–Meisenheimer complex with the nitro group
released as nitrite.

Bacteria basically tends to biotransform TNT to aminonitroaromatic compounds through
aerobic degradation, which in many cases turn out to be the dead-end products, and this reduced
dead-end products sometimes react with themselves and form azotetranitrotoluene [96].

The removal of nitro group from the ring is essential to allow the dioxygenase to act upon it.
There are very rare cases where the complete usage of TNT as the sole carbon nitrogen and
energy source has also been reported. In general, most bacteria are only capable of transform‐
ing TNT to other simpler and less toxic compounds.

Due to the absence of oxygen in anaerobic processes, the formation of azonitrotoluene does
not take place, thereby making the degradation through bacteria more feasible and efficient.
Reduction product of TNT is very prominent in case of anaerobic process, which easily forms
triaminotoluene, which is far less toxic and more soluble in water than TNT (Figures 12 and 13).

Collie et al. [116] observed the biodegradation of TNT in the liquid phase bioreactor by four
different bacterial strain having pure TNT in a liquid medium. The initial concentration of TNT
(70mg/L) was periodically extracted from the bioreactor for by-product identification with the
help of HPLC. The bacteria used were one strain of Enterobacter, one strain of Pseudomonad,
and two strains of Alcaligenes. Two basic intermediates, i.e., 2-amino-4,6-DNT and 4-amino-2,6
DNT, were observed with all the bacteria after 12 hours.

A bench-scale reactor by Cho and coworkers [114] used P. putida HK6 (collected from RDX-
contaminated soils). This was used for the degradation of several nitroaromatic compounds
simultaneously in one go, i.e., TNT–RDX–atrazine–simazine (TRAS). Cells were grown in a
liquid media composed of 30–100 mg TNT, 5–15 mg RDX, 20–50 mg atrazine, and 5–15 mg
simazine and other basal salts like K2HPO4, NaH2PO4, MgSO4 7H2O, CaCl2 2H2O, FeCl3 6H2O
in appropriate quantities, and subsequent experiments on the utilization of nitroaromatic
compounds were carried out using a 2.5-L bottom driving type bench-scale reactor with a
water condenser at 5°C and operated at 30°C at 150 rpm. A 10% inocula of test culture was
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grown with nitroaromatic compound, and the turbidity observed showed that the bacteria P.
putida HK6 was able to degrade 100 mg/l TNT, 15 mg/l RDX, 50 mg/l atrazine, and simazine
in 4, 24, 2, and 4 days after incubation, respectively. In this experiment, it is noteworthy that
the presence of Tween-80 in the culture led to the complete degradation of TRAS compounds,
whose otherwise partial degradation was TNT (80%), RDX (35%), and simazine (78%) during
the incubation period [114].

Figure 12. Different reductive pathways in different bacteria: (A) Clostridium acetobutylicum, Escherichia coli, Lactobacillus
sp. [97]; (B) Clostridium bifermentans CYS-1 [98]; (C) Clostridium bifermentans LJP-1 [99]; (D) Disulphovibriosp strain B
[100]; (E) Disulphovibrio sp. [101]; (F) Disulphovibrio sp. [102]; (G) Methanococcus sp. strain B [103]; (H) Veillonella alkales‐
cens [57].
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Similarly, the degradation of some other nitroaromatic compounds was reported on the basis
of field trials. A highly active microbial consortium was chosen by Oh et al. [115] for field trials
to degrade the wastewater samples having 4,6-dinitro-ortho-cresol (DNOC) [116]. Fixed bed
column reactors were employed to increase the volume density of active biomass and to
degrade DNOC in wastewater stream. In this case, glass bead matrix was used to immobilize
the bacterial colonies. The mixed bacterial culture CDNOC1-3 metabolizes DNOC with
concomitant liberation of nitrate. The efficiency of the bioreactor was 86%. This was substan‐
tially higher over a batch culture mode (60–65%). The following schematic diagram (Figure
14) shows the fixed bed column reactor system [116].
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Figure 13. Complete representation of the aerobic pathway of TNT conversion to its products performed by the group
of bacteria shown in the figure: (A) Bacillus sp., Pseudomonas aeruginosa, Staphylococcus sp. [104]; (B) Enterobacter cloacae
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A similar kind of experiment was performed in year 1999 in which B. cepacia strain PB4 was
isolated from 4-aminobenzoate. This also possessed the capability to degrade 4-nitrobenzoate.
Thus, considering both classes of the contamination to be toxic and mutagenic, an efficient
strategy of decontamination was applied because B. cepacia was able to use both as the sole
source of carbon, nitrogen, and energy. In order to prevent toxic effects, these compounds were
supplied in lower concentration, i.e., 10–100 ppm and also in order to increase the efficiency
of the procedure at such low concentration the degradative bacteria was immobilized on
porous diatomaceous celite. This degradation was carried out in a packed bed reactor (PBR).
The bioreactor consisted of a glass tube (296 × 41 mm) filled with 150 mm packed bed of celite-
grade R-633 or R-635, which was placed at 30°C. It was shown that the nitroaromatic and
aromatic amino compounds, which are otherwise unlikely to degrade together if present in
any affected area, had been degraded simultaneously by single microorganism supply.

The eventual objective of all the biochemical and molecular characterization of the bacterial
degradation of pollutants is to develop strains, which could be used in the bio remediation
process. In this respect, another good field trial experiment was described by Labana et al.
[117, 118] with bacterial strain Arthrobacter protophormiae RKJ100. The result clearly showed
that the disappearance of the nitroaromatic pollutants.

Similarly, Pseudomonas sp. ST53 was also used as a microbe to degrade TNT and other
explosives, but it is best suited on land and water only when the contamination is low [119].
Qureshi et al. [120] reported a bacterial strain Arthrobacter sp. HPC1223, which was capable of
degrading 2,4,6-trinitrophenol prominently. This also poses the capability to degrade dinitro‐
phenol and mononitrophenol showing broad substrate specificity.

Figure 14. Schematic representation of the reactor used for the degradation of 4-nitrobenzoate and 4-aminobenzoate by
B. cepacia PB4 in the abovementioned study [59].
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3. Evolution of genes for nitroaromatic degradation

Nitroaromatics are recent compounds present in the environment and bacterial strains that
adapted themselves for the removal of these compounds. This was possible only through
evolution of its degradation system at a genetic level.

3.1. Modes of gene evolution

3.1.1. Mutational drift

Substrate profile of an existing enzyme may be altered by point mutations in its corresponding
genes [124]. The reasons for changes in primary DNA sequences are slippage of DNA poly‐
merase while replications, erroneous DNA repair, and gene conversion [122]. However, results
of these changes are relatively smaller. These alone cannot be accountable for adaptation to
the new environment by bacteria [123, 121].

3.1.2. Genetic rearrangement within a cell

The rearrangement of genes for the development of new pathway may take place by the help
of cells own recombination system. Gene segments can be exchanged between two positions
flanked by homologous sequences, insertion elements, transposons, and even sequence
identities of four base pairs are sufficient to facilitate this process [122].

3.1.3. Horizontal gene transfer

Horizontal gene transfer is reported as the main source of evolution of pathways in bacteria
[123, 124]. Sequencing results of genomes from different bacterial strains have revealed the
presence of acquired genes in mosaic like fashion throughout bacterial genomes. Their
presence varies from almost negligible (Rickettsia prowazekii and Mycobacterium genitalium) to
about 17% (in Synechocystis strain) [123]. Plasmids also play a major role in carrying catabolic
genes during horizontal gene transfer [125]. Transposons are also known to facilitate the
catabolic gene transfer processes [126].

3.2. Nitroaromatic degradation pathway as a role model for study the gene evolution

A role model to study evolution of microbial pathways is to study the degradation of nitroar‐
omatic compounds in different bacteria.

Nitroaromatic compounds are relatively new to the environment, but bacterial systems have
already evolved the ability to metabolize them. This cannot be possible only by spontaneous,
independent evolution of several new enzymes in a single bacterium. Horizontal gene transfer
has to play a key role in combination with the mutagenesis of the existing enzymes to facilitate
rapid evolution of new pathways. Evolution of diverse pathways for the degradation of
different nitroaromatics thus stands testament to this.
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A good example of this is the evolution of chloronitrobenzene dioxygenase system from a
chloronitrobenzene degrading strain Pseudomonas stutzeri [127]. It has several insertion
sequences embedded between the gene clusters, which proves such involvement in its
evolution. In its dioxygenase enzyme system, reductase and ferredoxin seems to have come
from different origins because its reductase and ferredoxin share maximum identity with
anthranilate dioxygenase, which is a type IV oxygenase, whereas its oxygenase subunits show
a maximum identity with nag (naphthalene degradation gene) and nitroarene dioxygenase,
which falls under type III oxygenase systems. This enzyme system thus best illustrates the
evolution of catabolic genes best because its upper pathway enzymes seem to have originated
from a nitroarene degradation pathway and its lower pathway genes have evolved from some
chloroaromatic compound degradation pathway. The genes responsible for these pathways
are present in a patchwork like assembly in P. stutzeri [127]. The presence of insertion elements
in the gene cluster confirms its role in the formation of a modular assembly and its role in
evolution of the gene cluster.

Another example is the origin of 2,4-DNT degradation pathway in B. cepacia R34 where
enzymes for the degradation pathway have originated from at least three different sources
[128]. The first enzyme in the degradation pathway (DNTDO), which removes the first nitrite
from 2,4-DNT, seems to have originated from naphthalene degradation pathway like in
Ralstonia sp. strain U2. [129]. However, 4-methyl-5-nitrocatechol mono-oxygenase, which
facilitates the removal of the second nitrite, appears to be derived from a pathway for degra‐
dation for chloroaromatic compounds [128]. The last enzyme of the pathway could have
originated from a gene cluster for amino acid degradation. This is known as progressive
compaction of the genes. However, the presence of ORFs without any known role in 2,4-DNT
degradation and truncated transposons in the regions suggests that compaction is probably
in an intermediate stage in the evolution of such an optimal system with the genetic materials
from different bacterial origin.

A good example of similar type of evolution is reported in diphenylamine degrader Burkholde‐
ria sp. strain JS665 [130]. In this pathway, diphenylamine is converted to catechol and aniline.
An analysis of this sequence of diphenylamine degrading enzyme system showed that it has
evolved by recruiting two pathway enzymes, one of which is from dioxygenase and the other
is from nitroaniline degradation pathway enzymes in a much more recent evolution event [127].

Another example of evolution of genes for nitrotoluenes degradation is the evolution of
3NTDO in Diaphorobacter sp. strain DS2. Five complete ORFs were identified by probable ORF
finding program and by homology to polypeptide sequences from several previously reported
multicomponent dioxygenase systems. The predicted translation products from ORFs were
designated as a putative regulatory protein, a ferredoxin reductase subunit, a ferredoxin
subunit, an oxygenase large, and a small subunit based on their homology. A 571-bp DNA
stretch was present in between reductase and ferredoxin subunits. In its gene structure, the
regulatory protein is divergently transcribed from the other four ORFs. The organization of
gene cluster and its similarity with other known dioxygenases is shown in Figure 15.

It has been suggested in several reports that Ralstonia sp. strain U2 [129] is the progenitor of
all the nitroarene dioxygenases because it has the entire functional gene in its gene assembly.
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This seems true for the 3NTDO as well because the sequence present in between the reductase
and the ferredoxin is truncated into parts of two functional ORFs present in the Ralstonia sp.
strain U2. The regulatory protein sequence of 3NTDO (MntR) differs only at three amino acid
positions from NagR of Ralstonia sp. strain U2 out of which two are uniquely present in strain
DS2 only.

Figure 15. Comparison of gene arrangements in various multicomponent dioxygenases.

The different components (reductase, ferredoxin, and oxygenase) of 3NTDO show different
levels of sequence identity with components from similar multicomponent enzyme systems
of different organisms. Its reductase subunit (MntAa) shares a high amino acid sequence
identity with those of DNTDO from B. cepacia [128] and NDO of Ralstonia sp. strain U2 (99%)
[129], but its ferredoxin subunit (MntAb) is 100% identical to the ferredoxin of dinitrotoluene
dioxygenase from Burkholderia sp. strain DNT and Burkholderia sp. strain R34. Its large
oxygenase subunit (MntAc) showed more identity with chloronitrobenzene dioxygenase
(CnbAc, 96%) from P. stutzeri ZWLR2-1, whereas the small oxygenase subunit (MntAd)
showed more identity with PahAd of Comamonas testosteroni (96%) and NTDO from Acidovor‐
ax sp. strain JS42. It is known that oxygenase large subunit controls substrate specificity. If we
compare important active site residues in oxygenase large subunit (MntAc) of strain DS2 with
well-characterized oxygenase systems, it contains amino acid combinations of other systems,
in which the sequence retains His293, which is present in NDO system of P. putida 9816-4,
Ralstonia U2, C. testosteroni H, and Burkholderia sp. C3. Position 350 is occupied by Valine, which
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is reported in the DNTDO of Burkholderia sp. strain R34. Thus, the above facts seem to indicate
that 3NTDO gene in Diaphorobacter sp. strain DS2 came through a horizontal gene transfer from
ancestors common to strains like Ralstonia U2 or Burkholderia sp. strain R34, and then its
catalytic subunit has been diversely evolved to degrade other nitroaromatic compounds.

The mechanism by which enzymes for the degradation of synthetic compounds have evolved
so rapidly still cannot be explained only by horizontal gene transfer and mutations. It can be
explained in part by the term promiscuity. Promiscuity refers to the ability of a protein to
perform dual functions using same active site [131, 132]. Protein evolution toward a new
function based on promiscuity involves transition of an existing specialized enzyme to a
generalized intermediate enzyme and then into a new specialized enzyme (Figure 16). A good
example of this is transcriptional regulator found in nitroarene dioxygenases [133].

Figure 16. Evolution of new specialized enzymes from existing one. (Modified from Ju et al. [134])

The correct functioning of a pathway depends not only on having enzymes with appropriate
catalytic activity but also on regulators, which control the expression of the catabolic genes in
response to the compounds to be degraded. For example, ntdR, which controls 2NTDO
expression in Acidovorax JS42, is supposed to have evolved from an ancestral nagR regulator
of naphthalene degradation pathway present in Ralstonia U2. NtdR differs only by five amino
acids with nagR. Ju et al. [134] showed how ntdR like regulator could be created from nagR
by making mutations at each of the five positions separately and in combinations in a stepwise
manner. They also showed that each mutation broadened the effectors range in a stepwise
manner without losing the original activity. Both NagR and NtdR can activate transcription
in the presence of salicylate, which is a natural inducer of naphthalene degradation genes in
strain Ralstonia sp. U2, but ntdR could have gained a broader effector specificity to recognize
several nitroaromatic compounds too [134]. Hence, the evolution of the regulatory system of
the 2NTDO is in an intermediate stage because it can be induced in response to several
nonmetabolizable compounds. Thus, the selection of ntdR variant with high specificity for
2NT with loss of specificity for salicylate would enable the identification of mutations that can
lead to the specialized transcription factor from an intermediate stage. Another regulator was
reported by Singh et al. [83], where the regulatory protein sequence of 3NTDO (MntR) differs
only at three amino acid positions from NagR of Ralstonia sp. strain U2, out of which two are
uniquely present in strain DS2 only.
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It can be concluded that the gene evolution in these dioxygenase systems cannot be explained
by considering only one mode of evolution. All the modes of evolution (like horizontal gene
transfer, selective mutation, and promiscuity) are responsible for the evolution of a dioxyge‐
nase system [133, 135]. Further, the presence of truncated ORFs (which is not required for
enzyme activity) reveals that gene evolution is in an intermediate stage of the so-called
progressive compaction of the genes.

Acknowledgements

We thank IIT Kanpur and our collaborators for their help during this work on Diaphorobacter
isolation and characterization. KM thanks CSIR for a senior research fellowship.

Author details

Deepak Singh, Keerti Mishra and Gurunath Ramanthan*

*Address all correspondence to: gurunath@iitk.ac.in

Department of Chemistry, Indian Institute of Technology Kanpur, Kanpur, India

References

[1] Timmis K N, Steffan R J, Unterman R. Designing microorganisms for the treatment of
toxic wastes. Annu Rev Microbiol. 1994;48:525–557.

[2] Faber K, Biotransformations in Organic Chemistry.4th ed. Springer; 2000.

[3] Alvarez P J J, Illman W A, Bioremediation and Natural Attenuation: Process Funda‐
mentals and Mathematical Models. Hoboken, New Jersey: John Wiley & Sons, Inc.;
2006.

[4] Neilson A H, Allard A S. Environmental Degradation and Transformation of Organic
Chemicals. Taylor & Francis Group; 2008.

[5] Ju K S, Parales R E, Nitroaromatic compounds, from synthesis to biodegradation. Mi‐
crobiol Mol Biol Rev. 2010;74:250–272.

[6] Winkler R, Hertweck A. Biosynthesis of nitro compounds. Chem Bio Chem. 2007;
8:973–977.

[7] Ehrlich J, et al. Streptomyces venezuelae, n. sp., the source of chloromycetin. J Bacteriol.
1948; 56: 467–477.

Wastewater Treatment Engineering74



[8] Gottlieb D, et al. Some properties of an antibiotic obtained from a species of Strepto‐
myces. J Bacteriol. 1948;55: 409–417.

[9] Smith R M, et al. Chloromycetin: biological studies.J.Bacteriol. 1948, 55, 425–448.

[10] Donze G, McMahon C, Guerin P M. Rumen metabolites serve ticks to exploit large
mammals. J Exp Biol, 2004;207:4283–4289.

[11] Atkinson R., et al. Kinetics and products of the gas-phase reactions of OH radicals
and N2O5 with naphthalene and biphenyl. Environ Sci Technol, 1987;21:1014–1022.

[12] Atkinson, R. et al. Formation of ring-retaining products from the hydroxyl radical-
initiated reactions of benzene and toluene.Int J Chem Kinet. 1989;21:801–827.

[13] Nishino N, Atkinson R, Arey J. Formation of nitro products from the gas-phase OH
radical-initiated reactions of toluene, naphthalene, and biphenyl: effect of NO2 con‐
centration. Environ Sci Technol, 2008;42:9203–9209.

[14] Purohit V, Basu A K, Mutagenicity of nitroaromatic compounds. Chem Res Toxicol,
2000;13: 673–692.

[15] Saitou, N. and K. Yamaguchi. Nitrobenzene and related compounds.In T. Shibamoto
(ed.), Chromatographic Analysis of Environmental and Food Toxicants. CRC Press,
Boca Raton, FL; 1998,169–212.

[16] Dalpozzo R, Bartoli G, Bartoli indole synthesis. Curr Org Chem. 2005;9:163–178.

[17] Bhattacharya, A., et al. One-step reductive amidation of nitro arenes: application in
the synthesis of Acetaminophen.Tetrahedron Lett. 2006; 47:1861–1864.

[18] Schmidt, M., et al. Synthesis and biochemical characterization of new phenothiazines
and related drugs as MDR reversal agents.Arch Pharm (Weinheim). 2008;341: 624–
638.

[19] Gritsenko A N,Ermakova Z I, Zhuravlev S V, Synthesis in the phenothiazine series.
Chem Heterocycl Compd. 1968;6:1245–1246.

[20] Hirai K. Structural Evolution and Synthesis of Diphenyl Ethers, Cyclic Imides and
Related Compounds. Springer; 1999.

[21] Fletcher J H. et al. Synthesis of parathion and some closely related compounds. J Am
Chem Soc. 1950;72:2461–2464.

[22] Singerman G M. 2,3-Dihydro-2,2-dimethyl-7-benzo[b]thienyl n-methylcarbamate and
use as an insecticide. U.S. patent 4,032,649;1977.

[23] Ware G W. The Pesticide Book. 4th ed. Fresno, CA: Thompson Publications; 1994.

[24] Travis AS. Manufacture and uses of the anilines: a vast array of processes and prod‐
ucts. In Z. Rappoport (ed.), The Chemistry of Anilines, Part 1. New York, NY: John
Wiley and Sons; 2007,715–782.

Bioremediation of Nitroaromatic Compounds
http://dx.doi.org/10.5772/61253

75



[25] Lee P. Explosives development and fundamentals of explosives technology. In: J.A.
Zukas and W. Walters (eds.), Explosive Effects and Applications. Berlin, Germany:
Springer; 2002,23–43.

[26] Oxley J C. The Chemistry of Explosives. Springer; 1998,137–172.

[27] Spain J C. Biodegradation of nitroaromatic compounds. Ann Rev Microbiol.
1995;49:523–555.

[28] Lague, D. China Blames Oil Company for Benzene Spill in River. New York Times;
2005.

[29] Sax I R, Lewis R J. Nitro-compounds of aromatic hydrocarbons. Dangerous Proper‐
ties of Industrial Material, 7th ed., vol. II; 1999,2534–2536.

[30] Haghighi-Podeh M R, Bhattacharya S K. Fate and toxic effects of nitrophenols on
anaerobic treatment systems. Water Sci Technol. 1996;34:345–350.

[31] Talmage S S. et al. Nitroaromatic munition compounds: environmental effects and
screening values.Rev Environ Contam Toxicol. 1999;161:1–156.

[32] Rickert D E, Long R M. Metabolism and excretion of 2,4-dinitrotoluene in male and
female Fischer 344 rats after different doses. Drug Metab Dispos. 1981,9,226–232.

[33] Ilvicky J, Casida J E. Uncoupling action of 2,4-dinitrophenols, 2-trifluromethylbenzi‐
midazoles and certain other pesticide chemicals upon mitochondria from different
sources and its relation to toxicity.Biochem Pharmacol. 1969;18:444–445.

[34] Dodard S G. et al. Ecotoxicity characterization of dinitrotoluenes and some of their
reduced metabolites. Chemosphere. 1999;38:2071–2079.

[35] Yen J H, Lin K H, Wang Y S. Acute lethal toxicity of environmental pollutants to
aquatic organisms. Ecotoxicol Environ Saf. 2002;52:113–116.

[36] Burns LA., et al. Immunotoxicity of mono-nitrotoluenes in female B6C3F1 mice: I.
Para-nitrotoluene. Drug Chem Toxicol. 1994;17:317–358.

[37] Rickert D E, Chism J P, Kedderis G L. Metabolism and carcinogenicity of nitroto‐
luenes.Adv Exp Med Biol. 1986;197:563–571.

[38] Spanggord R J. et al., Mutagenicity in Salmonella typhimurium and structure–activity
relationships of wastewater components emanating from the manufacture of trinitro‐
toluene.Environ Mutagen. 1982;4:163–179.

[39] Won W D, DiSalvo L H, Ng J. Toxicity and mutagenicity of 2,4,6-trinitrotoluene and
its microbial metabolites.Appl Environ Microbiol. 1976;31:576–580.

[40] Dunnick J K, Elwell M R, Bucher J R. Comparative toxicities of o-, m-, and p-nitroto‐
luene in 13-week feed studies in F344 rats and B6C3F1 mice. Fundam Appl Toxicol,
1994;22:411–421.

Wastewater Treatment Engineering76



[41] Rickert D E, Butterworth B E, Popp J A. Dinitrotoluene: acute toxicity, oncogenicity,
genotoxicity, and metabolism. Crit Rev Toxicol. 1984;13:217–234.

[42] Decad G M, Coraichen M E, Dent J D. Hepatic microsomal metabolism and covalent
binding of 2,4-dinitrotoluene.Toxicol Appl Pharmacol. 1982;62:325.

[43] Rafii F. et al. Reduction of nitro-aromatic compounds by anaerobic bacteria isolated
from the human gastrointestinal tract. Appl Environ Microbiol. 1991;57:962.

[44] Guittonneau S. et al. Oxidation of parachloronitrobenzene in dilute aqueous solution
by [O3] + UV and [H2O2] + UV: a comparative study. Ozone Sci Eng. 1990;12:73–94.

[45] Kuo C H, Zappi M E, Chen S M. Peroxone oxidation of toluene and 2,4,6-trinitroto‐
luene.Ozone Sci Eng. 2000;22:519–534.

[46] Bin A K. et al. Degradation of nitroaromatics (MNT, DNT, and TNT) by AOPs.Ozone
Sci Eng. 2001;23:343–349.

[47] Piccinini P. et al. Photocatalytic mineralization of nitrogen-containing benzene deri‐
vates. Catal Today. 1997;39:187–195.

[48] Kanekar P, Doudpure P, Sarnaik S. Biodegradation of nitroexplosives. Indian J Exp
Biol. 2003;41:991–1001.

[49] Kulkarni M, Chaudhari A. Microbial remediation of nitro-aromatic compounds: an
overview. J Environ Manage. 2007;85:496–512.

[50] Ye J, Singh A, Ward O P. Biodegradation of nitroaromatics and other nitrogen con‐
taining xenobiotics. World J Microbiol Biotechnol. 2004;20:117–135.

[51] Williams P A, Sayers J R. The evolution of pathways for aromatic hydrocarbon oxida‐
tion in Pseudomonas. Biodegradation. 1994;5:335–352.

[52] Dagley S. Biochemistry of aromatic hydrocarbon degradation in Pseudomonas. Gansa‐
lus I C, Sokatch J R, Ornston L N (eds.), The Bacteria. New York: Academic Press;
1986, 527–556.

[53] Harayama S, Timmis K N. Aerobic biodegradation of aromatic hydrocarbons by bac‐
teria. Sigel H, Sigel A (eds.), Metal Ions in Biological Systems,Degradation of Envi‐
ronmental Pollutants by Microorganisms and Their Metalloenzymes. New York:
Marcel Dekker Inc.; 1992, 99–156.

[54] Nishino S F, Spain J C, He Z. Biodegradation, transformation and bioremediation of
nitroaromatic compounds. Hurst C J, Crawford R L, Knudsen G R, McInerey M J,
Stetzenbach L D (eds.), Manual of Environmental Microbiology, 2nd ed. Washington,
DC: ASM Press; 2002,987–996.

[55] Zhang C, Bennett G N. Biodegradation of xenobiotics by anaerobic bacteria. Appl En‐
viron Microbiol. 2005;67:600–618.

Bioremediation of Nitroaromatic Compounds
http://dx.doi.org/10.5772/61253

77



[56] Razo-Flores E. et al. Biotransformation and biodegradation of N-substituted aromat‐
ics in methanogenic granular sludge. FEMS Microbiol Review. 1997;20:525–538.

[57] McCormick N, Feeherry F E, Levinson H S. Microbial transformation of 2,4,6-trinitro‐
toluene and other nitroaromatic compounds. Appl Environ Microbiol. 1976;31:949–
958.

[58] Donlon B A, Razo-Flores E, Lettinga G, Field J A. Continuous detoxification, transfor‐
mation and degradation of nitrophenols in upflow anaerobic sludge blanket (USAB)
reactors. Biotechnol Bioeng. 1996;51:439–449.

[59] Peres C M. et al. Continuous degradation of mixtures of 4-nitrobenzoate and 4-ami‐
nobenzoate by immobilized cells of Burkholderia cepacia strain PB4. Appl Microbiol
Biotechnol. 1999;52:440–445.

[60] Rieger P G, Knackmuss H J. Basic knowledge and perspectives on biodegradation of
2,4,6 trinitrotoluene and related nitroaromatic compounds in contaminated soil. In:
J.C. Spain (ed.), Biodegradation of Nitroaromatic Compounds. New York: Plenum
Press, 1995,1–18.

[61] Nishino S F, Spain J C, He Z. Strategies for aerobic degradation of nitroaromatic com‐
pounds by bacteria: process discovery to field application. Spain J C, Hughes J B,
Knackmuss H J (eds.), Biodegradation of Nitroaromatic Compounds and Explosives.
New York: Lewis Publ; 2000,7–61.

[62] Simpson J R, Evans W C. The metabolism of nitrophenols by certain bacteria. Bio‐
chem J. 1953;55:XXIV.

[63] Ecker S. et al. Catabolism of 2,6-dinitrophenol by Alcaligenes eutrophus JMT134 and
222. Arch Microbiol, 1992;158:149–154.

[64] Haigler B E, Wallace W H, Spain J C. Biodegradation of 2-nitrotoluene by Pseudomo‐
nas sp. strain JS42. Appl Environ Microbiol. 1994,60,3466–3469.

[65] Mulla S I. et al. Biodegradation of 2-nitrotoluene by Micrococcus sp.strain SMN-1. Bio‐
degradation. 2011;22:95–102.

[66] Singh D, Ramanathan G. Biomineralization of 3-nitrotoluene by Diaphorobacter spe‐
cies. Biodegradation. 2013;24:645–655.

[67] Nishino S F, Spain J C. Oxidative pathway for the biodegradation of nitrobenzene by
Comamonas sp. strain JS765. Appl Environ Microbiol. 1995;61:2308–2313.

[68] Suen W C, Spain J C. Cloning and characterization of Pseudomonas sp. strain DNT
genes for 2,4-dinitrotoluene degradation. J Bacteriol. 1993;175:1831–1837.

[69] Groenewegen P E J, De Bont J A M. Degradation of 4-nitrobenzoate via 4-hydroxyla‐
minobenzoate and 3,4-dihydroxybenzoate in Comamonas acidovorans NBA-10. Arch
Microbiol. 1992;158:381–386.

Wastewater Treatment Engineering78



[70] Ali-Sadat S, Mohan K S, Walia S K. A novel pathway for the biodegradation of 3-ni‐
trotoluene in Pseudomonas putida. FEMS Microbiol Ecol. 1995;17:169–176.

[71] Williams R W, Taylor S C, Williams P A. A novel pathway for the catabolism of 4-
nitrotoluene by Pseudomonas. J Gen Microbiol, 1993;139:1967–1972.

[72] Spiess T. et al. A new 4-nitrotoluene degradation pathway in a Mycobacterium strain.
Appl Environ Microbiol. 1998;64:446.

[73] An D, Gibson D T, Spain J C. Oxidative release of nitrite from 2-nitrotoluene by a
three-component enzyme system from Pseudomonas sp.strain JS42. J Bacteriol.
1994;176:7462–7467.

[74] Jain R K, Dreisbach J H, Spain J C. Biodegradation of p-nitrophenol via 1,2,4-benze‐
netriol by Arthrobacter sp. Appl Environ Microbial. 1994;60:3030–3032.

[75] Spain J C, Gibson D T. Pathway for biodegradation of p-nitrophenol in a Moraxella sp.
Appl Environ Microbiol. 1991;57:812–819.

[76] Zeyer J, Kearney P C. Degradation of o-nitrophenol and m-nitrophenol by a Pseudo‐
monas putida. J Agric Food Chem. 1984;32:238–242.

[77] Delgado A. et al. Nitroaromatics are substrates for the TOL plasmid upper-pathway
enzymes. Appl Environ Microbiol. 1992;58:415–417.

[78] Robertson J B. et al. Oxidation of nitrotoluenes by toluene dioxygenase: evidence for
a monooxygenase reaction. Appl Environ Microbiol. 1992;58:2643–2648.

[79] Struijs J, Stoltenkamp J. Ultimate biodegradation of 2-, 3-, and 4-nitrotoluene. Sci To‐
tal Environ. 1986;57:161–170.

[80] Goodall J L, Peretti S W. Dynamic modeling of meta- and para-nitrobenzoate metab‐
olism by a mixed co-immobilized culture of Comamonas sp. JS46 and JS47. Biotechnol
Bioeng, 1998;59:507–516.

[81] Williams R W, Taylor S C, Williams P A. A novel pathway for the catabolism of 4-
nitrotoluene by Pseudomonas. J Gen Microbiol, 1993;139:1967–1972.

[82] Walia S K, Ali-Sadat S, Rasul Chaudhry G. Influence of nitro group on biotransfor‐
mation of nitrotoluenes in Pseudomonas putida strain OU83.Pestic Biochem Physiol.
2003;76: 73–81.

[83] Singh D, Kumari A, Ramanathan G. 3-Nitrotoluene dioxygenase from Diaphorobacter
sp. strains: cloning, sequencing and evolutionary studies. Biodegradation.
2014;25:479–492.

[84] Singh, D. et al. Expression, purification and substrate specificities of 3-nitrotoluene
dioxygenase from Diaphorobacter sp. strain DS2. Biochem Biophys Res Commun.
2014;445:36–42.

Bioremediation of Nitroaromatic Compounds
http://dx.doi.org/10.5772/61253

79



[85] Spanggord R J. et al. Biodegradation of 2,4-dinitrotoluene by a Pseudomonas sp. Appl
Environ Microbiol. 1991;57:3200–3205.

[86] Nishino S F, Paoli G C, Spain J C. Aerobic degradation of dinitrotoluenes and path‐
way for bacterial degradation of 2,6-dinitrotoluene. Appl Environ Microbiol.
2000;66:2139–2147.

[87] Nishino S F, Spain J C. Technology status review: bioremediation of dinitrotoluene
(DNT), 2001

[88] Lendenmann U, Spain J C. Simultaneous biodegradation of 2,4-dinitrotoluene and
2,6-dinitrotoluene in an aerobic fluidizedbed biofilm reactor. Environ Sci Technol.
1998;32: 82–87.

[89] Bae B, Autenrieth R L, Bonner J S. Aerobic biotransformation and mineralization of
2,4,6-trinitrotoluene. In: R.E. Hinchee, R.E. Hoeppel, D.B. Anderson (eds.), Bioreme‐
diation of Recalcitrant Organics. Columbus, Ohio: Battelle Press; 1995,231–238.

[90] Paca J,Halecky M, Barta J, Bajpai R. Aerobic biodegradation of 2,4-DNT and 2,6-
DNT: Performance characteristics and biofilm composition changes in continuous
packed-bed bioreactors. J Hazard Mater. 2009;163:848–854.

[91] Wang Z Y, Ye Z F, Zhang M H. Bioremediation of 2,4-dinitrotoluene (2,4-DNT) in im‐
mobilized micro-organism biological filter. J Appl Microbiol. 2011;110:1476–1484.

[92] Lenke H, Achtnich C, Knackmuss H J. Perceptives of bioelimination of polynitroaro‐
matic compounds. Spain J C, Highes J B, Knackmuss H J (eds.), Biodegradation of Ni‐
troaromatic Compounds and Explosives. Boca Raton, FL: Lewis Publishers. 2000, 91–
126.

[93] Huang S. et al. 2,4,6-Trinitrotoluene reduction by carbon monoxide dehydrogenase
from Clostridium thermoaceticum. Appl Environ Microbiol. 2000;66:1474–1478.

[94] Van Aken B. et al. Transformation and mineralization of 2,4,6-trinitrotoluene (TNT)
by manganese peroxidase from the white-rot basidiomycete Phlebia radiata. Biodegra‐
dation. 1999;10:83–91.

[95] French C E, Nicklin S, Bruce N C. Aerobic degradation of 2,4,6-trinitrotoluene by En‐
terobacter cloacae PB2 and by pentaerythritol tetranitrate reductase. Appl Environ Mi‐
crobiol. 1998;64:2864–2868.

[96] Haidour A, Juan L R. Identification of products resulting from the biological reduc‐
tion of 2,4,6-trinitrotoluene, 2,4-dinitrotoluene, and 2,6-dinitrotoluene by Pseudomo‐
nas sp. Environ Sci Technol. 1996;30:2365–2370.

[97] Shim C Y, Crawford D L. Biodegradation of trinitrotoluene (TNT) by a strain of Clos‐
tridium bifermentans. Hinchee R E, Fredrickson J, Alleman B C (eds.), Bioaugmenta‐
tion for Site Remediation. Columbus, Ohio: Battelle Press; 1995,57–69.

Wastewater Treatment Engineering80



[98] Lewis T A. et al. Microbial transformation of 2,4,6-trinitrotoluene. J Ind Microbiol Bi‐
otechnol. 1997;18:89–96.

[99] Boopathy R, Kulpa C F. Trinitrotoluene as a sole nitrogen source for a sulfate-reduc‐
ing bacterium Desulfovibrio sp. (B strain) isolated from an anaerobic digester. Curr
Microbiol. 1992;25:235–241.

[100] Preuss A, Fimpel J, Dickert G. Anaerobic transformation of 2,4,6-trinitrotoluene
(TNT). Arch Microbiol. 1993;159:345–353.

[101] Drzyzga O. et al. Mass balance studies with 14C-labeled 2,4,6-trinitrotoluene (TNT)
mediated by an anerobic Desulfovibrio species and an aerobic Serratia species. Curr
Microbiol. 1998;37:380–386.

[102] Boopathy R, Kulpa C F. Biotransformation of 2,4,6-trinitrotoluene (TNT) by a Metha‐
nococcus sp. (strain B) isolated from a lake sediment. Can J Microbiol. 1994;40: 273–
278.

[103] Esteve-Núñez A, Ramos J L. Metabolism of 2,4,6-trinitrotoluene by Pseudomonas sp.
JLR11. Environ Sci Technol. 1998;32:3802–3808.

[104] Kalafut T. et al. Biotransformation patterns of 2,4,6-trinitrotoluene by aerobic bacte‐
ria. Curr Microbiol. 1998;36:45–54.

[105] French C E, Nicklin S, Bruce N C. Aerobic degradation of 2,4,6-trinitrotoluene by En‐
terobacter cloacae PB2 and by pentaerythritol tetranitrate reductase. Appl Environ Mi‐
crobiol. 1998;64:2864–2868.

[106] Alvarez M A. et al. Pseudomonas aeruginosa strain MA01 aerobically metabolizes the
aminodinitrotoluenes produced by 2,4,6-trinitrotoluene nitro group reduction. Can J
Microbiol. 1995;41:984–991.

[107] Pak J W. et al. Transformation of 2,4,6-trinitrotoluene by purified xenobiotic reduc‐
tase B from Pseudomonas fluorescens I-C. Appl Environ Microbiol. 2000;66:4742–4750.

[108] Naumova R P, Selivanovskaya S L U, Mingatina F A. Possibilities for the deep bacte‐
rial destruction of 2,4,6-trinitrotoluene. Mikrobiologia. 1988;57:218–222.

[109] Gilcrease C P, Murphy V G. Bioconversion of 2,4-diamino-6-nitrotoluene to a novel
metabolite under anoxic and aerobic conditions. Appl Environ Microbiol.
1995;61:4209–4214.

[110] Fiorella P D, Spain J C. Transformation of 2,4,6-trinitrotoluene by Pseudomonas pseu‐
doalcaligenes JS52. Appl Environ Microbiol. 1997;63:2007–2015.

[111] Vorbeck C. et al. Initial reductive reactions in aerobic microbial metabolism of 2,4,6-
trinitrotoluene. Appl Environ Microbiol. 1998;64:246–252.

[112] Montpas S. et al. Degradation of 2,4,6-trinitrotoluene by Serratia marcescens. Biotech‐
nol Lett. 1997;19:291–294.

Bioremediation of Nitroaromatic Compounds
http://dx.doi.org/10.5772/61253

81



[113] Collie S. et al. Degradation of 2,4,6-trinitrotoluene (TNT) in an aerobic reactor. Che‐
mosphere. 1995;31:3025–3032.

[114] Cho Y S, Lee B U, Oh K H. Simultaneous degradation of nitroaromatic compounds
TNT, RDX, atrazine, and simazine by Pseudomonas putida HK-6 in bench-scale bio‐
reactors. J Chem Technol Biotechnol. 2008;83:1211–1217.

[115] Oh K, Kim Y. Degradation of explosive 2,4,6-trinitrotoluene by s-triazine degrading
bacterium isolated from contaminated soil. Bull Environ Contam Toxicol,
1998;61:702–708.

[116] Gisi D, Stucki G, Hanselmann K W. Biodegradation of the pesticide 4,6-dinitro-ortho-
cresol by microorganisms in batch cultures and in fixed-bed column reactors. Appl
Microbiol Biotechnol. 1997;48:441–448.

[117] Labana S. et al. Pot and field studies on bioremediation of p-nitrophenol contaminat‐
ed soil using Arthrobacter protophormiae RKJ100. Environ Sci Technol. 2005;39:3330–
3337.

[118] Labana S. et al. A microcosm study on bioremediation of p-nitrophenol-contaminat‐
ed soil using Arthrobacter protophormiae RKJ100. Appl Microbiol Biotechnol.
2005;68:417–424.

[119] Snellinx Z. et al. Biological remediation of explosives and related nitroaromatic com‐
pounds. Environ Sci Pollut Res Int. 2002;9:48–61.

[120] Qureshi A, Kapley A, Purohit H J. Degradation of 2,4,6-trinitrophenol (TNP) by Ar‐
throbacter sp. HPC1223 isolated from effluent treatment plant. Indian J Microbiol.
2012;52:642–647.

[121] Van der Meer J R. et al. Molecular mechanisms of genetic adaptation to xenobiotic
compounds. Microbiol Rev. 1992;56:677–694.

[122] van der Meer J R. Evolution of novel metabolic pathways for the degradation of
chloroaromatic compounds.Antonie Van Leeuwenhoek, 1997;71:159–178.

[123] Ochman H, LawrenceJ G, Groisman E A. Lateral gene transfer and the nature of bac‐
terial innovation. Nature. 2000;405:299–304.

[124] Koonin E V, Makarova K S, Aravind L. Horizontal gene transfer in prokaryotes:
quantification and classification. Ann Rev Microbiol. 2001;55:709–742.

[125] Alexander M. Biodegradation and Bioremediation. 2nd ed. San Diego, CA: Academic
Press; 1999.

[126] Tan H M. Bacterial catabolic plasmids. Appl Microbiol Biotechnol. 1999;51:1–12.

[127] Liu H. et al. Patchwork assembly of nag-like nitroarene dioxygenase genes and the 3-
chlorocatechol degradation cluster for evolution of the 2-chloronitrobenzene catabo‐

Wastewater Treatment Engineering82



lism pathway in Pseudomonas stutzeri ZWLR2-1. Appl Environ Microbiol.
2011;77:4547–4552.

[128] Johnson G R, Jain R K, Spain J C. Origins of the 2,4-dinitrotoluene pathway. J Bacter‐
iol. 2002;184:4219–4232.

[129] Fuenmayor S L. et al. A gene cluster encoding steps in the conversion of naphthalene
to gentisate in Pseudomonas sp. strain U2. J Bacteriol. 1998;180:2522–2530.

[130] Shin K A, Spain J C. Pathway and evolutionary implications of diphenylamine biode‐
gradation by Burkholderia sp. strain JS667. Appl Environ Microbiol. 2009;75:2694–
2704.

[131] Copley S D. Enzymes with extra talents: moonlighting functions and catalytic pro‐
miscuity. Curr Opin Chem Biol. 2003;7:265–272.

[132] James L C, Tawfik D S. Conformational diversity and protein evolution- a 60-year-
old hypothesis revisited. Trends Biochem Sci. 2003;28:361–368.

[133] Kivisaar M. Degaradation of nitroaromatic compounds: a model to study evolution
of metabolic pathways. Mol Microbiol. 2009;74:777–781.

[134] Ju K S, Parales J V, Parales R E. Reconstructing the evolutionary history of nitroto‐
luene detection in the transcriptional regulator NtdR. Mol Microbiol. 2009;74:826–
843.

[135] Kivisaar, M. Evolution of catabolic pathways and their regulatory systems in syn‐
thetic nitroaromatic compounds degrading bacteria. Mol Microbiol. 2011;82:265–268.

Bioremediation of Nitroaromatic Compounds
http://dx.doi.org/10.5772/61253

83




