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Abstract

Multicellular species use gametes for their propagation. Gametes are formed from pri-
mordial germ cells (PGCs), which develop during embryogenesis. In some species, PGCs
are specified by the inheritance of a RNA granule known as germ plasm. During germ cell
specification, the germ plasm conveys a unique set of properties, e.g. the germ cell spe-
cific meiotic cell cycle to the PGCs. Germ plasm assembly is controlled by independently
evolving organizer proteins like Oskar in Drosophila or Bucky ball in zebrafish. These
organizers are intrinsically disordered proteins, which rapidly changed their amino acid
sequence during evolution. A common recipe has emerged by studies on organizer pro-
teins for animals that use germ plasm to specify their germline. Investigating the nature
of these organizers might therefore provide a clue to germ cell specification in other
species, which are less accessible to molecular-genetic and embryological approaches.
Moreover, we might understand how the first metazoans modified their existing cellular
structures from unicellular eukaryotes to ensure their reproduction.

Keywords: zebrafish, germ plasm, primordial germ cell, Bucky ball, Oskar, intrinsically
disordered protein, stem cells

1. Introduction

Germ cells are precursors to animal gametes. After fusion, gametes have the impressive capac-
ity to develop into a new organism. As all cells of this organism are descendants of PGCs, they
are considered totipotent. Interestingly, gametes are also formed in every subsequent genera-
tion from the same germ cell. These features identify germ cells as a truly immortal cell line,
whereas somatic cells die at the end of life. These are the same characteristics seen in stem
cells, thus making germ cells the superior stem cell.

I NT EC H © 2018 The Author(s). Licensee InTech. This chapter is distributed under the terms of the Creative Commons
Attribution License (http://creativecommons.org/licenses/by/3.0), which permits unrestricted use,
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Germline development has to be tightly regulated and controlled to ensure the development
of a fertile adult organism. Any misregulation in the pathway would affect fertility and might
lead to no offspring. Eventually, sterility might therefore result in the end of that lineage and
ultimately in the extinction of the species. Hence, any errors in the germ cell program could
have disastrous consequences for a species compared to mistakes in a somatic cell program
like forming an organ.

Compared to somatic tissue, very little is known about the critical period of PGC specification.
Understanding the biochemical activity of all germ plasm components could help us to grasp,
how germ cells get specified. Furthermore, it could identify how “stemness” is achieved at
the molecular level. This knowledge might help to treat many degenerative Wof new drug
targets for therapy.

2. Mechanisms of germ cell specification

Two different modes of germ cell specification have been described.

2.1. Inductive mode

Germ cell specification by induction is often described as the ancestral or more prevalent
mode (Figure 1A) [2]. In the induction mode, germ cell fate is specified through external sig-
nals from developing embryonic cells. Induction was described in some invertebrates and in
some vertebrates like mammals [3, 4]. The most studied example is the mouse [5-7]. One of
the signals inducing germ cells is BMP4 [8]. However, it is currently not clear how conserved
this signal is during germ cell specification in other species of the animal kingdom.

Inductive \ / Inherited

\

l Primodial germ cells (PGCs)
Gametes

Sperm Egg

Figure 1. Inherited vs. inductive mode. (A) Inductive mode. Somatic cells induce germ cells (white arrows) within the
blastula to express germline factors and differentiate into PGCs (red). (B) Inherited mode. Maternal RNP granules or
germ plasm (red) are asymmetrically localized in the oocyte and are inherited by a subset of blastomeres, which specifies
PGCs [1].
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Regardless whether PGCs are specified by induction or inheritance, they show several com-
monalities at the molecular level. In most species, numerous proteins and mRNAs like Vasa,
Piwi, and Nanos are conserved [9, 10]. In spite of two different modes of specification, they
activate common downstream components. We will address the evolutionary conservation
of germ plasm again at the end of this chapter, when we describe a potential origin of germ
plasm in unicellular organisms.

PGCs adopt different lineages, if transplanted to different parts of the embryo. In the mouse,
which uses the induction mode, transplanted PGCs later on colocalize with neural plate and
surface ectoderm cells [6]. In Xenopus, which uses the inherited mode, transplanted PGCs
generate lineages of the three germ layers [11]. These results suggest that despite different
specification modes, both types of PGCs still require signaling from extrinsic sources to main-
tain their fate as fully determined PGCs [12]. Hence, even though the two mechanisms seem
starkly different, there may be a common underlying signaling mechanism which is universal.

The key to understanding the specification of PGCs is to separate species-specific adaptations
from a core program of germ cell formation. As information about the initial phase of germ
cell specification is still quite fragmentary in different organisms, the core program of germ
cell specification is unclear. For instance, the molecule that acts as a master or “kick starter” for
the germ plasm or PGC program appears to be different in each organism. Therefore, in the
rest of this chapter, we will concentrate on the inherited mechanism of germ cell specification.

Publication Finding/Hypothesis

Weismann (1893) Inheritance depends on germ cells. Postulates that germ plasm localizes to the nucleus.
Hegner (1911), Boveri Germline determinants (germ plasm) localize to the cytoplasm. Germ plasm is

(1910) necessary (Hegner) and sufficient (Boveri) for germline development.

Bounoure (1934)

Smith (1966)

Illmensee and Mahowald
(1977)

Heasman (1984)

Ephrussi and Lehman
(1992)

Hashimoto (2004)
Bontems (2009)
Brangwynne (2009)
Tada (2012)

Boke (2016)

Germ plasm for the first time visualized in a vertebrate egg.

UV-irradiation of Drosophila eggs reduces the number of PGCs. The UV-wavelength
suggest that nucleic acids are critical for germline development.

Ectopic germ plasm is sufficient for PGC formation.

The Balbiani body of Xenopus contains the germ plasm.

Ectopic expression of a single protein termed Oskar gives rise to functional PGCs in
Drosophila.

Ablation of germ plasm in zebrafish reduces PGCs.

Ectopic Expression of a single protein termed Bucky ball induces PGCs in zebrafish.
Biophysical studies on embryonic germ plasm reveal a liquid-like hydrogel in C. elegans.
Germ plasm transplantation in Xenopus induces ectopic germ cells.

The Xenopus Balbiani body forms amyloid aggregates.

Table 1. Listing selected discoveries that paved the way for the current model of the inherited strategy of germ cell

specification.



4  Germ Cell

2.2. Inherited mode

Inheritance of cytoplasmic determinants represents the second mode, by which germ cells
are specified (Figure 1B). This mechanism of germ cell specification is described amongst
others in dipteran insects (e.g. Drosophila), nematodes (e.g. C. elegans) anuran amphibians
(e.g. Xenopus), zebrafish, and birds [2, 13]. The molecular mechanisms of germ cell specifi-
cation are probably better understood at the molecular-genetic and biochemical level than
induction, because forward genetics identified most of the known key factors [14, 15]. The
best studied examples are probably Drosophila and C. elegans [16, 17]. Table 1 summarizes
some historical highlights in the context of germ plasm research.

3. Germ plasm

3.1. Composition

Germ plasm is a collection of maternally provided RNAs, proteins, and organelles like mito-
chondria and endoplasmic reticulum [ER]. The entire assembly forms a cytoplasmic structure
in the oocyte named Balbiani body [18]. Sometimes it is also referred to as the mitochondrial
cloud in Xenopus [19]. The Balbiani body [Bb] was discovered in spiders and it seems to be
omnipresent in oocytes of most species of invertebrates (e.g. spiders, insects, and molluscs)
and vertebrates (e.g. frogs, birds, teleosts, and mammals) [20-22].

Studies in Xenopus and Drosophila suggest that the Bb accumulates a subset of mitochondria.
These mitochondria are designated to be delivered to the germ plasm and ultimately to the
next generation via primordial germ cells [23-25]. Interesting experiments in Drosophila pro-
posed that germ plasm selects a healthy set of mitochondria by their level of ATP production
[23, 24]. The mitochondria in oocytes show high levels of mitochondrial inner membrane
potential [26, 27]. Perhaps this mechanism provides germ cells and by extension gametes with
the fittest organelles. This ensures that the healthiest mitochondria and its descendants are
passed on to the next generation.

3.2. Function

Loss of germ plasm leads to a decrease or no germ cells, whereas in gain of function experi-
ments more germ plasm leads to more germ cells [28] (Table 1). Germ plasm components are
believed to act in stem cells to convey longevity and totipotency, similar to the magic sub-
stances ambrosia/amrit in Greek or Hindu mythology, which kept the gods immortal. Many
components of germ plasm, like Vasa, are also present in multipotent stem cells flatworms
[29]. Nanos is present in stem cells involved in regeneration in planarians [30]. Finally, Piwi
also functions in maintaining both germline and somatic stem cells in Drosophila [31].

As several germ plasm components have a role in stem cells, it should have a much greater
effect in maintaining “stemness” and increased longevity than their somatic stem cell coun-
terparts. As germ plasm conveys a high degree of longevity to germ cells, it would be of
stupendous importance to further dissect the germ plasm and study this network of protein
and RNA to get further insights into these stemness features.
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3.3. Assembly

In the section below, we will concentrate on the two organizer proteins Oskar in invertebrates
and Bucky ball in vertebrates that are involved in germ plasm assembly. Both molecules spec-
ify germ cells indicating that their biochemistry and mode of action is similar.

4. Oskar in invertebrates

Oskar protein acts as a master regulator of germ plasm assembly [32]. In Drosophila, germ
plasm is localized to the posterior pole during late oogenesis and hence, also known as
pole plasm (Figure 3). Oskar was isolated in mutagenesis screens for maternal-effect genes
required for embryonic patterning [33]. Oskar mutants showed posterior patterning defects
and no germ cells [34]. osk RNA localizes to the posterior pole, where the protein gets trans-
lated and starts the assembly of germ plasm [34, 35]. Mutations in oskar affect the enrichment
of other RNAs and proteins at the posterior pole, which are present in the germ plasm. This
shows that Oskar indeed is essential to initiate germ plasm formation and by extension
germ cells.

Mislocalization of Oskar protein at the anterior end of the embryo leads to ectopic germ cells
and a second abdomen [32]. Oskar was the first protein, which is both necessary and sufficient
to assemble germ plasm. Increasing the amount of Oskar protein in the fly embryo causes an
increase in activity of the Nos protein. Thus, the amount of Osk protein and the level of Nos
protein accumulation are related. Possibly the heightened expression of Nos represses the
somatic cell fate pushing it to a germ cell lineage [36, 37]. Such an activity supports the role of
Oskar as a master regulator of PGC specification in invertebrates.

osk mRNA is translated into two protein isoforms by alternative translation initiation [42, 43].
Long Osk (10sk) is translated at the first start codon and encodes a protein of 606 amino acids.
LOsk mainly anchors germ plasm at the posterior end. Long Oskar also traps and accumulates
mitochondria at the site of PGC formation. Mutating specifically this long oskar form strongly
decreases the number of mtDNA molecules inherited by PGCs [44]. Short Oskar (sOsk) starts
at Methionine 139 and encodes a protein of 467 amino acids [42, 43]. sOsk assembles germ
plasm and thereby plays a critical role to specify PGCs (Table 2).

Long Oskar Short Oskar

606 amino acids long 467 amino acids long

Anchoring germ plasm Assembling germ plasm

Associated with endosomes Associated with RNA granules

Interacts with Lasp to be tethered to posterior pole Interacts with Lasp to be tethered to posterior pole

Not essential for patterning and germ cell formation =~ Necessary for germ cell formation and posterior patterning

Table 2. Differences between long and short Oskar.



6 Germ Cell

5. Germ cell specification by Oskar

Fascinating insight into sOsk function was recently gathered by crystallizing two of its
domains. These were a domain at the N-terminus of sOsk [139-240aa], which was termed
LOTUS domain and previously predicted to be involved in RNA-binding. The second struc-
ture described the C-terminal “OSK” domain, which resembles a SGNH hydrolase [40, 41]
(Figure 2). However, looking carefully at the biochemical interactions and crystallizing sOsk
with these binding partners revealed some unexpected information.

sOsk directly interacts with Vasa [45], which is an ATP-dependent helicase [41, 46]. Interesting
biochemical and biophysical studies show that the eLOTUS domain of Oskar does not interact
with RNA, but in fact binds to the RNA helicase Vasa, which is an important component of
germ plasm. Surprisingly, the extension of the LOTUS domain (eLOTUS) encodes an intrinsi-
cally disordered motif, which forms a structured domain upon Vasa binding. This stretch of
18 amino acids outside of the LOTUS domain is essential for the Vasa interaction. Moreover,
binding the eLOTUS domain increases the ATPase activity of Vasa. This is the first time an
instructive role was assigned to Oskar, which was previously regarded as a scaffold protein
aggregating germ plasm components within the Drosophila oocyte [46].

The OSK domain shows a lot of similarity to a SGNH hydrolase, but lacks three of the four
residues of the SGNH motif, as well as the serine triad to be an active hydrolase [41]. The
C-terminal OSK-domain forms a globular structure, which carries several basic, positively
charged residues at its surface suggesting it could interact with nucleic acids. Indeed, this
domain binds in in vitro experiments mRNAs like the osk and nos 3'UTRs [40]. When the basic
residues of the OSK domain are mutated, binding to RNA is disrupted [40]. In vivo pull-down
experiments after UV-crosslinking suggest that Osk interacts with nos, pgc, and gcl mRNA in
vivo [41]. All three RNAs are known to be localized to the germ plasm. Again, these exciting
discoveries identify sOsk as a novel RNA-binding protein and suggest a more instructive role
of in germline development than previously anticipated.

Taken the interaction data of sOsk together, a modified picture of germ cell specification
emerges. sOsk initiates the assembly of germ plasm by binding to Vasa and mRNA. This
interaction activates Vasa and might sterically bring it in proximity with specific RNA(s). This
could regulate translation or stability of the RNA(s) involved in specifying PGCs [37]. Hence,
Vasa and Osk seem to act in a co-operative manner to specify germ cells.

l0sk NITE| || edoris” s 606 aa
Vil ;
sOsk - plots” [ osk| 467aa

Figure 2. Comparison of long (10sk) and short (sOsk) Oskar proteins. The NTE domain in 10sk inhibits Vasa-interaction
and RNA-binding [16, 38, 39]. The eLOTUS (extended LOTUS) domain consists of the minimal LOTUS domain along
with a short disordered region of 18 aa, which together are essential to bind Vasa. The OSK domain binds to RNA [40, 41].
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Vasa is also involved in piRNA processing. The amount of Vasa in the germ plasm, therefore,
prevents the degradation of the germ cell genome by transposon activity, but piRNAs could
also play an undiscovered early role in germ cells [47]. Aubergine, a well-known component
of the piRNA pathway, is needed for Osk translation, which also needs Vasa to localize. This
could indicate a feedback mechanism ensuring all the downstream germ plasm members
are expressed [48]. Figuring out the biochemical process, which is initiated by sOsk/Vasa,
is probably the key to understand the molecular mechanism of the germ cell specification
program.

6. Zebrafish as a model organism to study germ cell specification in
vertebrates

Compared to invertebrates such as Drosophila and C. elegans, much less is known about the
molecular processes occurring in the germ plasm of vertebrates. In Xenopus, germ plasm
research is mostly focused on processes during oogenesis [49-51]. However, among verte-
brates that specify their germ cells through inheritance of germ plasm, there are a numerous
studies in the zebrafish. Zebrafish combines a number of features helpful for early develop-
mental studies. Embryos and oocytes are easily accessible and available in high numbers.
Moreover, its transparent embryos enable tracing of fluorescently tagged proteins in vivo
and allow detection of endogenous proteins by immunostaining. The genome is completely
sequenced, and genomic manipulations via CRISPR/Cas9 are easy. Therefore, zebrafish as a
vertebrate model is very well suited for the analysis of germ cell specification [52].

7. Bucky ball in zebrafish

To identify maternal factors controlling early vertebrate development, a maternal-effect
mutant screen was carried out in zebrafish [15]. Among the mutants with a defect prior to
midblastula transition (MBT), one line produced embryos with radial segregation of cyto-
plasm instead of animal pole aggregation. In addition, the fertilized embryo from the mutant
mother does not show cellular cleavages and hence does not develop beyond the 1-cell stage.
As the mutant embryo lacks polarity similar to Buckminsterfullerenes, it was referred to as
bucky ball (buc) [15].

In the oocyte, Buc mutants fail to assemble germ plasm into a Balbiani body (Bb) (Figure 3A).
Instead, germ plasm components like nanos and vasa mRNA are no longer localized to the
Balbiani body, but rather distributed ubiquitously in the ooplasm [54]. This result described
the first gene in vertebrates required for the formation of the Balbiani body and the localiza-
tion of germ plasm components in the oocyte. Moreover, if the cDNA of Buc is ectopically
expressed from a transgene, ectopic Bbs are seen (Figure 3D) [55]. This leads to the con-
clusion that Buc, similar to sOsk in Drosophila, is necessary and sufficient for germ plasm
assembly.
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buiz- Wild type oocyte e+

Figure 3. Scheme summarizing the role of Buc for germ plasm assembly during zebrafish oogenesis. (A) In buc mutant
oocytes (buc-), germ plasm assembly is disrupted, and Balbiani body components are ubiquitously distributed in the
oocyte (red haze) [54]. (B) Wild-type stage I zebrafish oocyte, the central nucleus (germinal vesicle; gray), germ plasm/
Balbiani body (red). (C) A transgene with the Buc cDNA is over-expressed, which leads to the ectopic formation of
multiple Bbs (red) [54, 55].

7.1. The conservation of Buc across the vertebrate kingdom

Bucis present in vertebrates; however, across its homologs in the vertebrate phylum, the sequence
changes quite rapidly [54]. Zebrafish has two paralogs of Buc in its genome, whereas the salmon
has three [56]. Currently, the function of the other paralogs is not clear. The Xenopus Buc homolog
Xvelo exists in two splice forms, long Xvelo and short Xvelo. Both seem to play redudant roles
in maintaining germ plasm assembly [51]. In humans, two genetic loci show homology to Buc
protein (Gene ID EU128483, EU128484) [54], but the sequence is interrupted by STOP-codons
and hence, does not encode an open reading frame. Human ovaries show RNA expression from
these loci, but their function is not known (Lyautey et al., unpublished). BUC might act as a
noncoding RNA or encode a short peptide [54, 57]. Whether the homologs from other mammals
have an open reading frame, like Velo in Xenopus or Buc in zebrafish and can in fact induce germ
cells, would open an exciting new avenue for stem cell research as well as regenerative medicine.

8. Similarities between Oskar and Buc

Buc and sOsk show a striking homology at the genetic level regarding germ plasm forma-
tion. Both mutants show a defect in polarity and a failure of germ plasm aggregation [54,
58]. Remarkably, ectopic overexpression of sOsk and Buc induces the formation of additional
germ cells [32, 54]. To this end, no other proteins have been described, which can induce PGC
formation in an organism.

Fascinatingly, ectopic expression of Drosophila sOsk in zebrafish induces the formation of pri-
mordial germ cells similarly to Buc (Figure 4) (Krishnakumar et al., unpublished). At the
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Figure 4. Ectopic PGC induction by germ plasm organizer overexpression. (A) Scheme showing a zebrafish 16-cell
embryo in animal view. The middle blastomeres (red) contain endogenous germ plasm and hence, contribute to the
PGCs of the embryo. The yellow blastomeres will not participate in germline development and form somatic structures
e.g. neurons, muscle, etc. Buc overexpression (green) in a somatic blastomere is sufficient to reprogram germ cells
formation. 24hpf stage embryo in a lateral oblique view, anterior to the left. Red cells highlight the endogenous germ
cells. Overexpression of Buc in a somatic blastomere leads to the formation of ectopic germ cells (green). (B) Scheme
showing Drosophila embryos at stage 5, anterior to the left, dorsal to the top. In wt embryos, sOsk is localized to the
posterior pole (red), where it induces the formation of ectopic germ cells. Right embryo: germ plasm transplantation or
anterior oskar localization (red) is sufficient for the specification of ectopic germ cells. Blue arrows point at extra germ
cells.

molecular level, buc as well as osk mRNA localize with other germ cell specific molecules to
the germ plasm during oogenesis. This result suggests that Osk and Buc have an overlap in
their biochemical network, which they use to form germ plasm and specify germ cells.

sOsk was shown to interact with Vasa, Valois, and Lasp [45, 53, 59]. For example, if Buc also
binds to zebrafish Vasa, it could mean that Buc uses a similar set of germ cell core factors like
Osk to specify germ cells. Vice versa, it would also suggest that Oskar might use zebrafish
Vasa to induce germ cells. Taken together, identifying the Buc-interactome might identify
conserved factors, which were already core components of the germ cell specification path-
way in the first multicellular animals (Scheme 1).

Possible biochemical interactions common between sOsk and Buc

Oskar interacts with dmVasa, Valoisand Lasp Does Buc interact with zfVasa?

!

dmVasa gets zfVasa gets
activatedby  ems Osk binds nos RNA activated by *=* Buc binds nos RNA?
sOsk \ Buc?

N v

Germ cell specified

Scheme 1. Osk and Buc could have an overlap in their biochemical network, which they use to form germ plasm and
specify germ cells.
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8.1. Conservation between Oskar and Buc

According to the sequence-structure-function paradigm, proteins with a conserved activity
contain homologous sequence motifs to interact with similar binding partners. Conserved
sequences were previously not identified between sOsk and Buc [41, 54, 60]. Buc does not have
a visible LOTUS domain, which is required for multimerization and takes part in the interac-
tion with Vasa [46]. Moreover, Buc has no motif with homology to any known RNA binding
domain. However, the OSK RNA-binding domain was also not described previously in other
proteins and many RNA binding motifs do not show conserved domains [61]. Presently, none
of the published bioinformatic analysis detected sequence similarities between the two germ
plasm organizers Osk and Buc. Hence, their conserved activity remains a mystery. Overall,
this would suggest that the structure or biophysical nature of both proteins might be similar
in order to accomplish the same activity by which both would give rise to the “core” RNA-
protein complex. sOsk and Buc might, therefore, represent the first protein pair of a frequently
postulated phenomenon: Two proteins with similar function without sequence similarity [62].

9. Vasa: the ubiquitous germ cell marker

Vasa seems to be the most widely used molecular marker to identify germ cells [63-67]. Vasa
is well conserved during evolution and required for germline development. Vasa is a member
of the DEAD-box protein family of RNA helicase suggesting that it resolves duplex RNA or
RNA-protein hybrids. Mutations in Vasa show defects in posterior patterning and in germ
cell specification in the Drosophila embryo [63] . Vasa mutant zebrafish do not form gametes
and develop as sterile males [68]. Vasa-null male mice are infertile because their germ cell do
not proliferate and differentiate [69]. The VASA-like gene DBY in humans also appears to be
required for male fertility [70]. In gain of function experiments, ectopic Vasa expression in
chicken embryonic stem cells induces expression of specific germline and meiotic genes [71].
When these cells are transplanted into chick embryos, they migrate to the gonad anlagen and
differentiate into gametes. Overall these results support the theory that Vasa has a central role
in establishing germ line identity and function, however the exact function is still not known.

Vasa RNA or protein expression is frequently used to label PGCs in animals. As at least one
homolog seems to be present in all metazoans, Vasa is also an easily accessible marker across
the animal kingdom [72]. However, the restriction of Vasa at the blastula stage to the germ
plasm and prospective PGCs varies across species. In some species like the zebrafish, Vasa
protein is ubiquitous at early stages and later gets restricted into PGCs [73], which raised
concerns about the role of Vasa during germ cell specification.

Exciting results from Drosophila provided a novel perspective on Vasa and germ cell speci-
fication [46]. Vasa has been shown to be activated by sOsk. This would mean that not the
localization of Vasa protein or RNA labels the region of the early embryo, where germ cells
are specified, but it only matters, where Vasa is active. So far, the activity of Vasa was only
determined biochemically by the hydrolysis of ATP, but we still do not know what the activ-
ity of Vasa in vivo is. It would, therefore, be interesting to differentiate between inactive and
active Vasa in the developing embryo and whether the active form labels specified germ cells.
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In conclusion, regulatory proteins of Vasa activity like sOsk seem to be a much more reliable
marker for germline specification.

10. Low complexity proteins

Low complexity (LC) proteins are of two types, amyloid and intrinsically disordered proteins
(IDPs) [74-76]. Table 3 compares the differences between the two types of LC-proteins.

Both Buc and sOsk have been suggested to have low complexity regions [41, 75, 77]. Indeed,
it was shown that sOsk contains an intrinsically disordered region critical for Vasa binding. In
Buc and Velol, it was shown that parts of the conserved BUVE-motif form prions or amyloid-
like aggregates. IDPs frequently evolve faster than structured proteins [74, 82]. This feature
might hide conserved motifs in both proteins, which are critical to interact with the same
biochemical network.

IDPs are also known to act as hubs for supra-molecular complexes and are also more prevalent
in RNA-binding proteins. As sOsk fits this profile, it would be interesting to know whether
Buc binds RNA to explain their conserved activities. Moreover, IDPs form liquid-liquid phase
separations such as RNA-granules, which were also described for the germ plasm in C. elegans
[79]. Some evidence was provided by in vivo imaging of germ plasm in zebrafish [83] and
Drosophila [84] that germ plasm is liquid. Nonetheless, the level of intrinsic disorder of germ
plasm organizers and the liquid properties of germ plasm in fly and fish are still not clear. It is
presently unknown how the protein components like Oskar, Vasa, assemble into a germ gran-
ule aggregate. RNA-binding proteins have been shown to undergo phase transitions from
a soluble to viscous state [85-87]. Thus, RNAs may be trapped by germ plasm aggregates,
which become a granule and thereby facilitate more RNA-RNA and RNA-protein interac-
tions. Oskar has been suggested to contain disordered regions, which connect the domains
that were crystallized. These regions could push for the propensity to form aggregates as well.

Interestingly, Buc has been discussed to have both amyloid and IDP regions. In Xenopus, the
Buc homolog Velol aggregates into an amyloid like assembly forming the Balbiani body [77].

Properties Amyloid IDP

Structure Low complexity regions form beta sheets. Very low complexity with FG or FXXG repeats, in
most cases with no secondary structure formation.

Chemical Aggregates are resistant to SDS and high salt ~ Aggregates are dissolved by SDS or high salt
concentrations. concentrations.

Aggregation Aggregates are resistant to 1,6 hexanediol. 1,6-hexanediol dissolves hydrogels formed by IDPs.

Staining Stain positively with Thioflavin S and T. No accumulation of Thioflavin.

Examples: Amyloid plaques, Balbiani body Examples: Nuclear pores [Nucleoporins (Frey et al.
Xvelo protein in Xenopus (Boke et al. [77]). [81])], germ plasm in C. elegans.

References [77-81].

Table 3. The differences between the two classes of low complexity proteins, amyloid and IDP.

1"
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By contrast, BucGFP molecules showed hydrogel or liquid droplet-like behavior in the early
zebrafish similar to the P-granules in C. elegans [79, 83]. This suggests a controlled transition
from an amyloid plaque to a soluble hydrogel at the end of oogenesis. Understanding, how
the same protein can generate different aggregates and how these transitions are regulated in
vivo will be quite exciting. Finding the molecular mechanism, by which the oocyte dissolves
amyloids, might also provide a therapeutic strategy to dissolve protein aggregates during
neurodegenerative diseases like Alzheimer’s.

Overall the aggregation of IDPs emerge as a central theme in germ cell specification. Just like
Vasa, which is also intrinsically disordered region [88] and like the polymerizing substrates
of P-granules which are the MEG1 and MEG 3 proteins in C. elegans [89], Buc and Osk self-
aggregate and assemble germ plasm via phase transition.

11. A common recipe to make germ cells

If Osk and Buc have diverged from a common ancestor, their precursor would have been an
ancient protein of low complexity, which induces germ cell formation. Both proteins probably
have unrelated sequences as consequence of their role as intrinsically disordered scaffolds. This
structural role releases the constraints to maintain a defined protein structure as described for
other IDPs [90]. This divergence probably hides conserved motifs, which bind to a similar inter-
actome such as Vasa, Valois, and probably other common mRNA binding partners (Figure 5).
Finding interaction partners and mapping the interaction motifs like for the sOsk-Vasa interac-
tion will determine, to which level interaction motifs are conserved between sOsk and Buc.

— %, —

. Hydrogel aggregatingat
Germ plasm organizer threshold

monomer (magnified view)

3D aggregate formedwith proteins and RNA

Figure 5. Model for germ plasm formation. Single monomer molecules of germ plasm organizer (red) aggregate
through weak interactions of their intrinsically disordered regions (hooks and loops), until a threshold concentration is
reached. This leads to a liquid-liquid phase separation (red haze) to form hydrogel-like germ plasm. The aggregate then
selectively recruits protein (geometric shapes) and mRNA (lines). This gets packed into germ plasm e.g. as shown above
in the Balbiani body of the oocyte.
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Describing the Balbiani body, a picture of the popular “bubble tea” comes to mind. In this
picture, the organizer proteins form a scaffold probably via self-aggregation or upon binding
with their interactors similar to the chewy alginate balls, which form during polymerization.
During this process, germ plasm assembles and thereby integrates RNA and proteins into this
3D liquid lattice. The assembly also initiates Vasa’s activity to start the downstream program,
e.g. to protect RNAs and proteins from degradation [91]. The germ plasm also exchanges
components with the cytoplasm similar to those spheres floating in the bubble tea. When
inherited into a cell, the germ plasm probably releases some proteins whose translation and
stability is tightly controlled. Once these factors are unleashed from the bubble spheres, they
change the transcriptional program to specify the maturation of a PGC to a gamete.

12. Conclusion

Why should germ cell specification be conserved? Reproduction is a conserved feature of all
biological systems and must have been, therefore, be present in the first metazoans before
other cell types like neurons, muscle or a vascular system. Germ cell specification was, there-
fore, present before the formation of an eye or even a nervous system. Nonetheless, the con-
servation of the master regulator Pax6/Eyeless showed that light sensing organs were already
present at the base of metazoan evolution [92]. Although this hallmark finding is currently
accepted in the scientific literature, the insect compound eye and the vertebrate camera-eye
were regarded as a paradigm for convergent adaptations. We, therefore, speculate that germ
cell formation is the more ancient tissue compared to eyes, would use an even more conserved
molecular regulation than Pax6/Eyeless.

When animals started to become multi-cellular, they could no longer continue to reproduce
by simple cell cleavage. They needed to set the germline apart from the soma for their repro-
duction [93]. For this task, they had to evolve proteins, which served as master switches for
germ cell specification. Any changes to the function of these proteins could have lasting con-
sequences on the propagation of that species. However if these proteins were IDPs, they could
still perform their function, despite of rapid (localized or random) changes. These changes
could have roles in speciation or better coordinated control of specification. Whatever the case,
if they still aggregated and setup the “core” complex, a germ cell would have still formed.

13. Future directions and recommendations: back to the future

Ciliates form a cytoplasmic aggregate called the conjusome [94]. This structure is pres-
ent only during sexual reproduction. Similar to the Balbiani body in Xenopus and the
P-granules in C. elegans, the conjusome is made up of fibrous, electron dense material [94].
It also contains a Piwi related protein TWI, which protects the integrity of the genome [95].
These commonalities with germ plasm are very striking and suggest that the conjusome
might be the ancestral form of germ plasm. Hence, the organizer protein in Ciliates prob-
ably displays a very different amino acid sequence from Osk and Buc. However, the Ciliate

13
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organizer might have similar characteristics like Osk and Buc, such as forming the protein-
RNA core or even induce germ cells in zebrafish. If indeed a germ plasm like structure
existed in unicellular organisms, germ cell specification by induction would have emerged
after the transition to multicellularity, because signaling requires a multicellular environ-
ment. It will, therefore, be quite interesting to find out to which level germ plasm in meta-
zoans and structures like the conjusome in unicellular organisms are conserved. Therefore,
if these conjusomes could be chemically isolated, its proteins and RNA can be compared
to the known components of germ plasm. This will show if there is an evolutionary clue
between the conjusome in lower organisms and germ plasm in higher organisms thus pro-
viding the missing link.

Expanding on this hypothesis, protein phase transition might have been present before the
first unicellular organisms. If the beginning of life was an RNA world [96] and formation of a
cell was needed to protect the genetic material, it would have been easier to have a hydrogel
aggregate of slime or protein lock the RNA into an RNA granule than to establish a lipid
bilayer with an internal framework. Indeed if that was the case, this structure would have
been more similar to the germ plasm that we see today than to a membrane-bound cell. Thus
the origin of life would have been from a germ plasm ancestor similar to a drop of Amrit or
Ambrosia spilled from the heavens.

Acknowledgements

Pritesh Krishnakumar was supported by the German Academic Exchange Service (DAAD).
Research in the Dosch lab is supported by the Deutsche Forschungsgemeinschaft, the GGNB
Junior Group Stipend and the “Forschungsforderungsprogramm” of the University Medical
Center Goettingen.

Abbreviations

Buc Bucky ball

Bb Balbiani Body

C. elegans Caenorhabditis elegans

IDPs Intrinsically disordered proteins
Osk Oskar

Pax6 Paired box protein 6

PGCs Primordial germ cells

RNA Ribonucleic acid

Xvelo-1 Xenopus Vegetal localized 1



Germ Cell Specification: The Evolution of a Recipe to Make Germ Cells
http://dx.doi.org/10.5772/intechopen.71557

Author details

Pritesh Krishnakumar* and Roland Dosch

*Address all correspondence to: pritesh.krishnakumar@med.uni-goettingen.de

Institute for Developmental Biochemistry, University Medical Center Gottingen, Gottingen,
Germany

References

[1]

[2]

[3]

[4]

[5]

[6]

[7]

[8]

[11]

Seervai RNH, Wessel GM. Lessons for inductive germline determination. Molecular
Reproduction and Development. 2013;80(8)

Extavour CG, Akam M. Mechanisms of germ cell specification across the metazoans:
Epigenesis and preformation. Development. 2003;130(24):5869-5884

Ullmann SL, Shaw G, Alcorn GT, Renfree MB. Migration of primordial germ cells to the
developing gonadal ridges in the tammar wallaby Macropus eugenii. Journal of Repro-
duction and Fertility. 1997;110:135-143

Noce T, Okamoto-Ito S, Tsunekawa N. Vasa homolog genes in mammalian germ cell
development. Cell Structure and Function. 2001;26(3):131-136. Available from: http://
www.ncbi.nlm.nih.gov/pubmed/11565805

Toyooka Y, Tsunekawa N, Takahashi Y, Matsui Y. Expression and intracellular localiza-
tion of mouse vasa-homologue protein during germ cell development. Mechanisms of
Development. 2000;93:139-149

Tam PP, Zhou SX. The allocation of epiblast cells to ectodermal and germ-line lineages is
influenced by the position of the cells in the gastrulating mouse embryo. Developmental
Biology. 1996;178(1):124-132

Costa Y, Speed RM, Gautier P, Semple CA, Maratou K, Turner JMA, et al. Mouse
MAELSTROM: The link between meiotic silencing of unsynapsed chromatin and
microRNA pathway? Human Molecular Genetics. 2006;15(15):2324-2334

Lawson KA, Dunn NR, Roelen BA]J, Zeinstra LM, Davis AM, Wright CVE, et al. Bmp4 is
required for the generation of primordial germ cells in the mouse embryo. 1999;424-436

Seydoux G, Braun RE. Pathway to totipotency: Lessons from germ cells. Cell. 2006;127(5):
891-904

Tsuda M. Conserved role of nanos proteins in germ cell development. Science. 2003;
301(5637):1239-1241. Available from: http://www.sciencemag.org/cgi/doi/10.1126/science.
1085222

Tada H, Mochii M, Orii H, Watanabe K. Ectopic formation of primordial germ cells by
transplantation of the germ plasm: Direct evidence for germ cell determinant in Xenopus.

15



16 Germ Cell

[12]

[13]

[14]

[15]

[16]

[17]

[18]

[19]

[20]

[21]

[22]

[23]

[24]

[25]

Developmental Biology. 2012;371(1):86-93. Available from: http://dx.doi.org/10.1016/j.
ydbio.2012.08.014

Bertocchini F, Chuva de Sousa Lopes SM. Germline development in amniotes: A para-
digm shift in primordial germ cell specification. BioEssays. 2016;38(8):791-800

Tsunekawa N, Naito M, Sakai Y, Nishida T, Noce T. Isolation of chicken Vasa homo-
log gene and tracing the origin of primordial germ cells. Development. 2000;127(12):
2741-2750

Schupbach T, Wieschaus E. Maternal-effect mutations altering the anterior-posterior pat-
tern of the Drosophila embryo. Roux’s Archives of Developmental Biology: The Official
Organ of the EDBO. 1986;195(5):302-317

Dosch R, Wagner DS, Mintzer KA, Runke G, Wiemelt AP, Mullins MC. Maternal control of
vertebrate development before the midblastula transition: Mutants from the zebrafish I.
Developmental Cell. 2004;6(6):771-780

Germ LR. Plasm biogenesis —An Oskar-centric perspective. In: Current Topics in Devel-
opmental Biology. 1st ed. Vol. 116. Elsevier Inc.; 2016. pp. 679-707. Available from: http://
dx.doi.org/10.1016/bs.ctdb.2015.11.024

Strome S, Updike D. Specifying and protecting germ cell fate. Nature Reviews. Molecular
Cell Biology. 2015;16(7):406-416. Available from: http://www .nature.com/doifinder/10.
1038/nrm4009

Kloc M, Jedrzejowska I, Tworzydlo W, Bilinski SM. Balbiani body, nuage and sponge
bodies—The germ plasm pathway players. Arthropod Structure & Development.
2014;43(4):341-348. Available from: http://dx.doi.org/10.1016/j.asd.2013.12.003

Heasman ], Quarmby J, Wylie CC. The mitochondrial cloud of Xenopus oocytes: The
source of germinal granule material. Developmental Biology. 1984;105(2):458-469

Guraya SS. Recent advances in the morphology, cytochemistry, and function of Balbiani’s
vitelline body in animal oocytes. International Review of Cytology. 1979;59:249-321

von Wittich WH. Dissertatio Sistens Observationes Quaedam de Aranearum ex Ovo
Evolutione. Halle, Germany: Halis Saxonum; 1845

Kloc M, Bilinski S, Dougherty MT, Brey EM, Etkin LD. Formation, architecture and
polarity of female germline cyst in Xenopus. Developmental Biology. 2004;266(1):43-61

Cox RT, Spradling ACA. Balbiani body and the fusome mediate mitochondrial inheri-
tance during Drosophila oogenesis. Development. 2003;130(8):1579-1590

Pepling ME, Spradling AC. Female mouse germ cells form synchronously dividing
cysts. Development. 1998;125(17):3323-3328

Marinos E, Billett FS. Mitochondrial number, cytochrome oxidase and succinic dehy-
drogenase activity in Xenopus laevis oocytes. Journal of Embryology and Experimental
Morphology. 1981;62(609):395-409. Available from: http://www.ncbi.nlm.nih.gov/entrez/
query.fcgi?cmd=Retrieve&db=PubMed&dopt=Citation&list_uids=6268730



[26]

[27]

[28]

[29]

[30]

[31]

[32]

[33]

[34]

[35]

[36]

[37]

[38]

[39]

Germ Cell Specification: The Evolution of a Recipe to Make Germ Cells
http://dx.doi.org/10.5772/intechopen.71557

Wilding M, Dale B, Marino M, di Matteo L, Alviggi C, Pisaturo ML, et al. Mitochondrial
aggregation patterns and activity in human oocytes and preimplantation embryos.
Human Reproduction. 2001;16(5):909-917

Tworzydlo W, Kisiel E, Jankowska W, Witwicka A, Bilinski SM. Exclusion of dys-
functional mitochondria from Balbiani body during early oogenesis of Thermobia. Cell
and Tissue Research. 2016;366(1):191-201. Available from: http://dx.doi.org/10.1007/
s00441-016-2414-x

Illmensee K, Mahowald AP. Transplantation of posterior polar plasm in Drosophila.
Induction of germ cells at the anterior pole of the egg. Proceedings of the National
Academy of Sciences of the United States of America. 1974;71(4):1016-1020

Pfister D, De Mulder K, Hartenstein V, Kuales G, Borgonie G, Marx F, et al. Flatworm
stem cells and the germ line: Developmental and evolutionary implications of macvasa
expression in Macrostomum lignano. Developmental Biology. 2008;319(1):146-159

Wang Y, Zayas RM, Guo T, Newmark PA, Nanos Function I. Essential for development
and regeneration of planarian germ cells. Proceedings of the National Academy of
Sciences of the United States of America. 2007;104(14):5901-5906. Available from: http://
www.pnas.org/cgi/doi/10.1073/pnas.0609708104

Gonzalez-Morales N, Géminard C, Lebreton G, Cerezo D, Coutelis JB, Noselli S. The
atypical cadherin Dachsous controls left-right asymmetry in Drosophila. Developmental
Cell. 2015;33(6):675-689

Ephrussi A, Lehmann R. Induction of germ cell formation by oskar. Nature. 1992;358(6385):
387-392. Available from: http://www.nature.com/doifinder/10.1038/358387a0

Lehmann R, Nuesslein-Volhard C. Abdominal segmentation, pole cell formation, and
embryonic polarity require the localized activity of oskar, a maternal gene in Drosophila.
Cell. 1986;47(1):141-152

Ephrussi A, Dickinson LK, Lehmann R. Oskar organizes the germ plasm and directs
localization of the posterior determinant nanos. Cell. 1991;66(1):37-50

Kim-Ha J, Smith JL, Macdonald PM. Oskar mRNA is localized to the posterior pole of
the Drosophila oocyte. Cell. 1991;66(1):23-35

Wang C, Dickinson LK, Lehmann R. Genetics of nanos localization in Drosophila. Devel-
opmental Dynamics. 1994;199:103-115

Smith JL, Wilson JE, Macdonald PM. Overexpression of oskar directs ectopic activation
of nanos and presumptive pole cell formation in Drosophila embryos. Cell. 1992;70(5):
849-859

Rongo C, Broihier HT, Moore L, Van Doren M, Forbes A, Lehmann R. Germ plasm assem-
bly and germ cell migration in Drosophila. Cold Spring Harbor Symposia on Quantitative
Biology. 1997;62:1-11

Vanzo NF, Ephrussi A. Oskar anchoring restricts pole plasm formation to the posterior
of the Drosophila oocyte. Development. 2002;129:3705-3714

17



18 Germ Cell

[40]

[41]

[42]

[43]

[44]

[45]

[46]

[47]

[48]

[49]

[50]

[51]

[52]

[53]

Yang N, Yu Z, Hu M, Wang M, Lehmann R, Xu R-M. Structure of Drosophila Oskar
reveals a novel RNA binding protein. Proceedings of the National Academy of Sciences.
2015;112(37):11541-11546. Available from: http://www.pnas.org/lookup/doi/10.1073/
pnas.1515568112

Jeske M, Bordi M, Glatt S, Miiller S, Rybin V, Miiller CW, et al. The crystal structure of
the Drosophila germline inducer Oskar identifies two domains with distinct Vasa heli-
case- and RN A-binding activities. Cell Reports. 2015;12(4):587-598

Markussen F-H, Michon A-M, Breitwieser W, Ephrussi A. Translational control of oskar
generates short OSK, the isoform that induces pole plasm assembly. Development.
1995;3732(121):3723-3732

Rongo C, Gavis ER, Lehmann R. Localization of Oskar RNA regulates oskar translation
and requires Oskar protein. Development. 1995;121(9):2737-2746. Available from: http://
www.ncbi.nlm.nih.gov/pubmed/7555702

Hurd TR, Herrmann B, Sauerwald J, Sanny J, Grosch M, Lehmann R. Long Oskar
controls mitochondrial inheritance in Drosophila melanogaster. Developmental Cell.
2016;39(5):560-571. Available from: http://dx.doi.org/10.1016/j.devcel.2016.11.004

Breitwieser W, Markussen FH, Horstmann H, Ephrussi A. Oskar protein interaction
with vasa represents an essential step in polar granule assembly. Genes & Development.
1996;10(17):2179-2188

Jeske M, Miiller CW, Ephrussi A. The LOTUS domain is a conserved DEAD-box RNA
helicase regulator and essential for recruitment of Vasa to germ plasm. Manuscript sub-
mitted Molecular Cell. 2017:939-952

Pek JW, Patil VS, Kai T. piRNA pathway and the potential processing site, the nuage, in
the Drosophila germline. Development, Growth & Differentiation. 2012;54(1):66-77

Harris AN, Macdonald PM. Aubergine encodes a Drosophila polar granule component
required for pole cell formationand related toelF2C. Development.2001;128(14):2823-2832

Kosaka K, KawakamiK, Sakamoto H, Inoue K. Spatiotemporal localization of germ plasm
RNAs during zebrafish oogenesis. Mechanisms of Development. 2007;124(4):279-289

Machado RJ, Moore W, Hames R, Houliston E, Chang P, King ML, et al. Xenopus Xpat
protein is a major component of germ plasm and may function in its organisation and
positioning. Developmental Biology. 2005;287(2):289-300

Nijjar S, Woodland HR. Protein interactions in Xenopus germ plasm RNP particles. PLoS
One. 2013;8(11)

Dosch R. Next generation mothers: Maternal control of germline development in zebraf-
ish. Critical Reviews in Biochemistry and Molecular Biology. 2015;50(1):54-68. Available
from: http://www.tandfonline.com/doi/full/10.3109/10409238.2014.985816

Anne ]. Targeting and anchoring Tudor in the pole plasm of the Drosophila oocyte. PLoS
One. 2010;5:€14362



[54]

[55]

[56]

[58]

[59]

[60]

[61]

[62]

[63]

[64]

[65]

[66]

[67]

Germ Cell Specification: The Evolution of a Recipe to Make Germ Cells
http://dx.doi.org/10.5772/intechopen.71557

Bontems F, Stein A, Marlow F, Lyautey ], Gupta T, Mullins MC, et al. Bucky ball orga-
nizes germ plasm assembly in Zebrafish. Current Biology. 2009;19(5):414-422. Available
from: http://dx.doi.org/10.1016/j.cub.2009.01.038

Heim AE, Hartung O, Rothhamel S, Ferreira E, Jenny A, Marlow FL. Oocyte polar-
ity requires a Bucky ball-dependent feedback amplification loop. Development. 2014;
141(4):842-854. Available from: http://dev.biologists.org/cgi/d0i/10.1242/dev.090449

Skugor A, Tveiten H, Johnsen H, Andersen @. Multiplicity of Buc copies in Atlantic
salmon contrasts with loss of the germ cell determinant in primates, rodents and axolotl.
BMC Evolutionary Biology. 2016;16(1):232. Available from: http://bmcevolbiol.biomed-
central.com/articles/10.1186/s12862-016-0809-7

Chew G-L, Pauli A, Schier AF. Conservation of uORF repressiveness and sequence features
in mouse, human and zebrafish. Nature Communications. 2016;7(May):11663. Available
from: http://www.ncbi.nlm.nih.gov/pubmed/27216465%5Cnhttp://www.pubmedcentral.
nih.gov/articlerender.fcgi?artid=PMC4890304

Marlow FL, Mullins MC. Bucky ball functions in Balbiani body assembly and animal-
vegetal polarity in the oocyte and follicle cell layer in zebrafish. Developmental Biology.
2008;321(1):40-50

Suyama R, Jenny A, Curado S, Pellis-van Berkel W, Ephrussi A. The actin-binding pro-
tein Lasp promotes Oskar accumulation at the posterior pole of the Drosophila embryo.
Development. 2009;136(1):95-105

Ahuja A, Extavour CG. Patterns of molecular evolution of the germ line specification
gene oskar suggest that a novel domain may contribute to functional divergence in
Drosophila. Development Genes and Evolution. 2014;224(2):65-77

Castello A, Fischer B, Frese CK, Horos R, Alleaume AM, Foehr S, et al. Comprehensive
identification of RNA-binding domains in human cells. Molecular Cell. 2016;63(4):696-
710. Available from: http://dx.doi.org/10.1016/j.molcel.2016.06.029

Doolittle RF. Similar amino acid sequences: chance or common ancestry? Science. 1981;
214(4517):149-159

Lasko PF, Ashburner M. The product of the Drosophila gene vasa is very similar to
eukaryotic initiation factor-4A. Nature. 1988;335:611-617

Raz E. The function and regulation of vasa-like genes in germ-cell development Erez
Raz. Genome Biology. 2000;1(3):1-6

Lasko PF, Ashburner M. Posterior localization of vasa protein correlates with, but is not
sufficient for, pole cell development. Genes & Development. 1990;4:905-921

Yajima M, Wessel GM. Essential elements for translation: The germline factor vasa func-
tions broadly in somatic cells. Development. 2015;142:1960-1970

Tomancak P, Guichet A, Zavorszky P, Ephrussi A. Oocyte polarity depends on regula-
tion of gurken by Vasa. Development. 1998;125:1723-1732

19



20 Germ Cell

[68]

[69]

[70]

[71]

[72]

[73]

[74]

[73]

[76]

[77]

[78]

[79]

[80]

[81]

Hartung O, Forbes MM, Marlow FL. Zebrafish vasa is required for germ-cell differentia-
tion and maintenance. Molecular Reproduction and Development. 2014;81(10):946-961

Ikenishi K, Tanaka TS. Spatio-temporal expression of Xenopus Vasa homolog, XVLGI, in
oocytes and embryos: The presence of XVLG1 RNA in somatic cells as well as germline
cells. Development, Growth & Differentiation. 2000;42(2):95-103

Foresta C, Ferlin A, Moro E. Deletion and expression analysis of AZFa genes on the
human Y chromosome revealed a major role for DBY in male infertility. Human
Molecular Genetics. 2000;9(8):1161-1169

Lavial F, Acloque H, Bachelard E, Nieto MA, Samarut ], Pain B. Ectopic expression of
Cvh (Chicken Vasa homologue) mediates the reprogramming of chicken embryonic
stem cells to a germ cell fate. Developmental Biology. 2009;330(1):73-82

Van Doren M, Broihier HT, Moore LA, Lehmann R. HMG-CoA reductase guides migrat-
ing primordial germ cells. Nature. 1998;396(6710):466-469

Knaut H, Pelegri F, Bohmann K, Schwarz H, Niisslein-Volhard C. Zebrafish vasa RNA
but not its protein is a component of the germ plasm and segregates asymmetrically
before germline specification. The Journal of Cell Biology. 2000;149(4):875-888

Dyson HJ, Wright PE. Intrinsically unstructured proteins and their functions. Nature
Reviews. Molecular Cell Biology. 2005;6(3):197-208

Toretsky JA, Wright PE. Assemblages: Functional units formed by cellular phase separa-
tion. The Journal of Cell Biology. 2014;206(5):579-588

Oldfield CJ, Dunker AK. Intrinsically disordered proteins and intrinsically disordered
protein regions. Annual Review of Biochemistry. 2014;83:553-584. Available from: http://
www.ncbi.nlm.nih.gov/pubmed/24606139

Boke E, Ruer M, Wiihr M, Coughlin M, Lemaitre R, Gygi SP, et al. Amyloid-like self-
assembly of a cellular compartment. Cell. 2016;166(3):637-650

Kroschwald S, Maharana S, Mateju D, Malinovska L, Niiske E, Poser I, et al. Promiscuous
interactions and protein disaggregases determine the material state of stress-inducible
RNP granules. eLife. 2015;4(August):1-32

Brangwynne CP, Eckmann CR, Courson DS, Rybarska A, Hoege C, Gharakhani J, et al.
Germline P granules are liquid droplets that localize by controlled dissolution/conden-
sation. Science. 2009;324(5935):1729-1732. Available from: http://www.sciencemag.org/
cgi/doi/10.1126/science.1172046

Coletta A, Pinney JW, Solis DYW, Marsh ], Pettifer SR, Attwood TK. Low-complexity
regions within protein sequences have position-dependent roles. BMC Systems Biology.
2010;4(1):43. Available from: http://www.biomedcentral.com/1752-0509/4/43

Frey S, Richter RP, Gorlich D. FG-rich repeats of nuclear pore proteins form a three-
dimensional meshwork with hydrogel-like properties. Science. 2006;314(5800):815-817.
Available from: http://www.sciencemag.org/cgi/doi/10.1126/science.1132516



[82]

[83]

[84]

[89]

[90]

[91]

[92]

[93]

[94]

[95]

[96]

Germ Cell Specification: The Evolution of a Recipe to Make Germ Cells
http://dx.doi.org/10.5772/intechopen.71557

Malinovska L, Kroschwald S, Alberti S. Protein disorder, prion propensities, and self-
organizing macromolecular collectives. Biochimica et Biophysica Acta, Proteins and
Proteomics. 2013;1834(5):918-931. Available from: http://dx.doi.org/10.1016/j.bbapap.
2013.01.003

Riemer S, Bontems F, Krishnakumar P, Gomann J, Dosch RA. Functional Bucky ball-
GFP transgene visualizes germ plasm in living zebrafish. Gene Expression Patterns.
2015;18(1-2):44-52. Available from: http://dx.doi.org/10.1016/j.gep.2015.05.003

Sinsimer KS, Lee JJ, Thiberge SY, Gavis ER. Germ plasm anchoring is a dynamic state
that requires persistent trafficking. Cell Reports. 2013;5(5):1169-1177. Available from:
http://dx.doi.org/10.1016/j.celrep.2013.10.045

Brangwynne CP. Phase transitions and size scaling of membrane-less organelles. The
Journal of Cell Biology. 2013;203(6):875-881

Lin Y, Protter DSW, Rosen MK, Parker R. Formation and maturation of phase-separated
liquid droplets by RNA-binding proteins. Molecular Cell. 2015;60(2):208-219. Available
from: http://dx.doi.org/10.1016/j.molcel.2015.08.018

Zhang Y, Cao H, Liu Z. Binding cavities and druggability of intrinsically disordered
proteins. Protein Science. 2015;24(5):688-705

Nott TJ, Petsalaki E, Farber P, Jervis D, Fussner E, Plochowietz A, et al. Phase transi-
tion of a disordered nuage protein generates environmentally responsive membraneless
organelles. Molecular Cell. 2015;57(5)

Wang JT, Smith ], Chen BC, Schmidt H, Rasoloson D, Paix A, et al. Regulation of RNA
granule dynamics by phosphorylation of serine-rich, intrinsically disordered proteins in
C. elegans. eLife. 2014;3:1-23

Forman-Kay JD, Mittag T. From sequence and forces to structure, function, and evolu-
tion of intrinsically disordered proteins. Structure. 2013;21(9):1492-1499. Available from:
http://dx.doi.org/10.1016/j.str.2013.08.001

Aguero T, Kassmer S, Alberio R, Johnson A, King ML. Vertebrate Development. Vol.
9532017. pp. 383-440. Available from: http://link.springer.com/10.1007/978-3-319-46095-6

Gehring WJ]. New perspectives on eye development and the evolution of eyes and pho-
toreceptors. The Journal of Heredity. 2005;96(3):171-184

Grosberg RK, Strathmann RR. The evolution of multicellularity: A minor major transi-
tion? Annual Review of Ecology, Evolution, and Systematics. 2007;38(August):621-654.
Available from: http://ecolsys.annualreviews.org

Janetopoulos C, Cole E, Smothers JF, Allis CD, Aufderheide KJ. The conjusome: A novel
structure in Tetrahymena found only during sexual reorganization. 1999;1011:1003-1011

Mochizuki K, Fine NA, Fujisawa T, Gorovsky MA. Analysis of a piwi-related gene impli-
cates small RNAs in genome rearrangement in Tetrahymena. 2002;110:689-699

Cech TR. The RNA world in context. RNA Worlds. 2010:9-13

21



ntechOpen

ntechOpen



