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1. Introduction 

Hepatocellular carcinoma (HCC) is the most common primary liver cancer and is associated 
with high resistance to drugs and high mortality. There are multiple factors that influence its 
molecular pathogenesis but two well established characteristics of malignant transformation 
in HCC are its hypervascular nature and the upregulation of the Raf/MEK/ERK signaling 
cascade. MAPK pathway activation can be triggered by important risk factors of 
hepatocarcinogenesis such as HBV or HCV infection. Furtermore, its deregulation is well 
documented in human HCC patients and is associated with poor prognosis (Bruix & Llovet, 
2009). Constitutive stimulation of both ERK isoforms has been frequently observed in both 
HCC samples and hepatocarcinoma-derived cell lines and plays a prominent role in the 
proliferation, invasion and metastasis of HCC cells (Min et al., 2010). These processes are 
also associated with neoangiogenesis and aberrant vessel formation, which in turn depend 
on the development of hypoxic regions and VEGF overexpession frequently observed in 
tumor samples (Rosmorduc & Housset, 2010). The master regulators of the cellular response 
to oxygen deprivation are the hypoxia inducible transcription factors (HIFs). Their 
activation results in expression of many genes that contribute to survival and proliferation 
of malignant cells and, more importantly, resistance to conventional treatments and poor 
patient outcome (Poon, E. et al., 2009). Interestingly, hypoxia has been observed to lead to 
ERK activation, which can further stimulate HIF transcriptional activity. This can result in 
increased expression of HIF target genes that include pro-angiogenic factors and other 
proteins that facilitate adaptation of tumor cells to their environment (Dimova et al., 2009). 
In this chapter, we will discuss the cross-talk between these pathways, their contribution to 
HCC development and progression and their potential as targets of combined therapeutic 
approaches.  

2. Hepatocellular carcinoma 

Hepatocellular Carcinoma (HCC) is the fifth most common and third in lethality cancer. It is 

characterized by intrinsic drug-metabolizing activity that confers resistance to 
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chemotherapeutic treatment. Mortality is associated with metastasis, recurrence and new 

tumor development and diagnosis is usually made at intermediate or late stage so that only 

~ 20% of cases can undergo surgery that includes resection, ablation or transplantation. 

Unfortunately, due to the genomic heterogeneity of HCC tumors, the exact molecular 

pathogenetic and oncogenic alterations that lead to HCC initiation and progression are not 

completely understood and require further investigation. However, there are several risk 

factors and pathways known to be associated with the occurrence and development of this 

type of cancer (Villanueva et al., 2010). 

Probably the most important predisposing factor for the development of HCC is liver cirrhosis 
that usually results from viral infection (HBV or HCV), alcohol abuse or contamination with 
Aflatoxin B1. Other contributing factors include inflammation and non-alcoholic fatty liver 
disease (NAFLD). All of these factors can lead to HCC development by triggering cellular 
events such as proto-oncogene activation, ROS generation and genetic alterations or instability 
(Frau et al., 2010). Genetic studies of human HCCs resulted in the identification of gene 
mutations and expression profile alterations. The identified deregulated genes can be 
associated with important signaling pathways and shed more light in the molecular events 
that contribute to HCC pathogenesis. According to these analyses, there are three subgroups of 
human HCC cancers, genetic profile of which corresponds to the deregulation of specific 
signaling events (Hoshida et al., 2010). One of them is characterized by over-expression of 
growth factors (EGF, IGF II and HGF being the most prominent) and induction of major 
signaling pathways such as PI3K/AKT/mTOR and RAS/RAF/MAPK, which affect cell 
proliferation and survival and, moreover, contribute to the aggressive phenotype of the 
disease. In another subgroup, the affected genes are related to cell differentiation and liver 
development. These genes are found downstream of the WNT or the highly similar Hedgehog 
pathway and their involvement in human hepatocarcinogenesis is still under investigation. 
Whereas, in the third less-defined group, the early stages of the disease are linked to 
inflammation-related pathways, with interleukin-6 being a major signaling molecule 
(Villanueva et al., 2010; Zender et al., 2010). However, all these signaling pathways do not 
function independently in the context of HCC tumors but they cooperate and influence one 
another contributing to the progression of the disease. 

From these and other studies it has been made clear that ERK pathway activation and neo-

angiogenesis are two characteristics of HCCs that greatly facilitate malignant 

transformation, as they are involved in tumor development, growth and metastasis. 

Another aspect of HCC, common to many solid tumors, is the creation of hypoxic areas as a 

result of increased metabolic rate, irregular angiogenesis and tissue inflammation 

(Rosmorduc & Housset, 2010). The central regulatory elements of cell response to oxygen 

deprivation are the hypoxia inducible transcription factors (HIFs). After their activation, 

HIFs induce the expression of their targets, which in their turn facilitate adaption of the cells 

to the hypoxic environment of the tumor and contribute to survival, proliferation and 

aggressiveness of cancer cells.  

3. ERK pathway and HCC 

Extracellular-signal regulated kinases 1 and 2 (ERK 1/2 or else p44/42 MAPK) are 

serine/threonine protein kinases both homologous and highly similar in their regulatory 
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mechanisms and functions. They are expressed in all cell types and they integrate 

extracellular signals such as growth factors and cytokines into cellular responses that 

promote gene expression, proliferation, survival and migration. ERK activation relies on the 

binding of ligands to cell membrane receptors and the subsequent activation of the 

RAS/RAF/MEK signaling cascade resulting in the phosphorylation and activation of 

ERK1/2 (Pearson et al., 2001). It is well documented that sustained ERK activity is important 

for the development of many types of tumors including hepatocellular carcinoma. As it has 

been already mentioned, there is activation of Ras pathway and significant increase of 

phosphorylated ERK levels in all HCC-derived cell lines. However, Ras mutations that 

could account for sustained pathway activation are rare in human HCCs (Min et al., 2010). 

One explanation for constistutive ERK activation in HCCs can be that HBV or HCV viral 

infection interferes and activates the ERK signaling cascade facilitating thus 

hepatocarcinogenesis (Chin et al., 2007; Zhao et al., 2005). Another reason may lie with the 

fact that there is global suppression of negative regulators that control the ERK signaling 

cascade in HCC cell lines. It has been shown that Ras inhibitors are inactivated in HCC-

derived cell lines probably as a result of deregulated methylation and genomic instability 

(Calvisi et al., 2006). Furthermore, the Raf kinase inhibitor protein (RKIP) has been observed 

to be downregulated in HCC cells (Lee, H.C. et al., 2006). Significant decrease has also been 

detected in the phosphatase DUSP1, which restrains ERK activity by dephosphorylation, as 

a result of ubiquitin-mediated proteolysis triggered by sustained ERK activation in HCC 

(Calvisi et al., 2008).  

The constitutive activation of ERK signaling is essential for cell survival, proliferation and 
invasion of human HCC cells since Ras pathway inhibition results in growth suppression 
and cell death. Moreover, siRNA-mediated silencing of ERK2 or elimination of ERK1/2 
phosphorylation by silencing of MEK1 resulted in inhibition of cell proliferation and 
tumor growth suppression in xenograft animal models (Bessard et al., 2008; Gailhouste et 
al., 2010). Activation of the Raf/MEK/ERK pathway in human HCC biopsy samples can 
be used as a biomarker of the disease because nuclear phosphorylated ERK levels are 
higher in tumor samples (Abou-Alfa et al., 2006). Finally, ERK pathway activation is 
associated with poor patient outcome whereas, inversely, elevated expression levels of 
pathway inhibitors such as DUSP1 are observed in tumor samples of patients with longer 
survival time (Calvisi et al., 2008). 

The importance of the ERK pathway for HCC occurrence and progression made it an 
important candidate for targeted therapeutic approaches as shown in case of sorafenib. 
Sorafenib, a multikinase inhibitor, impedes cell proliferation by targeting the 
Raf/MEK/ERK signaling cascade at the level of Raf kinase (for which it was originally 
developed) and also exhibits antiangiogenic properties by targeting the tyrosine kinase 
activities of the vascular endothelial growth factor receptor-2/-3 (VEGFR-2/-3) and the 
platelet derived growth factor receptor beta (PDGFR-┚) (Liu, L. et al., 2006; Wilhelm et al., 
2004). Sorafenib has been recently approved as the first effective systemic drug for treating 
advanced HCC showing a significant (almost 3 months) increase in patient survival. Also, 
due to its tolerability in single agent trials, it has been evaluated in combination with other 
anticancer therapies, including cytotoxic chemotherapy and anti-angiogenic therapy (Llovet 
et al., 2008). The effectiveness of sorafenib in clinical evaluation highlights the potential of 
targeting the ERK pathway in the treatment of HCC. Recent experimental studies have 
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shown that treatment with MEK inhibitors (AZD6244, PD0325901) inhibited cancer cell 
proliferation and tumor growth in human HCC cell lines and HCC xenografts in animal 
models (Hennig et al., 2010; Huynh et al., 2007). Moreover, when AZD6244 was tested in 
combination with sorafenib, it enhanced the anti-tumor activity of sorafenib, suggesting the 
potential value of ERK pathway inhibition in combinational therapeutic approaches (Huynh 
et al., 2010). 

4. Angiogenesis and HCC 

HCC progression requires the development and maintenance of adequate blood supply. 
This requires vascular endothelial cell proliferation and migration in order to establish a 
new vascular network. The transformation from a poorly vascular nodule to the 
hypervascular malignant phenotype of the disease has become a hallmark for diagnosis, 
treatment and possible future therapeutic approaches (Fernandez et al., 2009). Formation of 
new vessels with abnormal architecture is linked to fibrinogenesis and cirrhosis, processes 
that cause extensive cell damage and can lead to malignancy (Rosmorduc & Housset, 2010). 
The ability to form new vessels is critical not only for the emergence of HCC but also for the 
growth of metastatic nests and the transition from early to advanced stages of the disease. 
Indeed, impairing the blood supply that feeds the tumor with transarterial 
chemoembolization is an effective treatment for patients with advanced HCC and improves 
their survival (Llovet & Bruix, 2003).  

Neoangiogenesis in HCC is a process stimulated by hypoxia, growth factors, oncogenes and 
nutrient concentration followed by the release of pro-angiogenic growth factors and 
activation of endothelial cells. The most prominent pro-angiogenic signal, as revealed in a 
number of studies, is vascular endothelial growth factor (VEGF) (Fernandez et al., 2009; 
Rosmorduc & Housset, 2010). Its expression can be induced as a result of hypoxia, 
oncogenic signaling and viral infection, involving MAPK pathway activation and 
transcriptional regulation by AP1 and HIF-1┙ (Hassan et al., 2009). Its significant role in 
HCC is shown by the fact that cells isolated from human tumors are able to produce VEGF 
by themselves. Hypoxia further enhances VEGF expression both by regulation at the 
transcriptional level and by stabilization of VEGF mRNA (von Marschall et al., 2001). 
Moreover, VEGF and its receptors (VEGFR-1 and VEGFR-2) are found over-expressed in 
patients’ samples and their increased levels have been associated with the aggressive 
phenotype of the disease (Imura et al., 2004). In line with this observation, increased 
concentration of VEGF in serum samples is directly connected to poor patient outcome after 
resection or ablation (Poon, R.T. et al., 2004; Poon, R.T. et al., 2007).  

Other factors that promote tumor angiogenesis in HCC are FGFs (Fibroblast growth factors), 
angiopoietins (Ang-2) and platelet-derived growth factor (PDGF). There is evidence that 
bFGF over-expression is involved in vascular endothelial cell proliferation during tumor 
angiogenesis in human HCC (Imura et al., 2004). Furthermore, Ang-2 levels as well as its 
activity through the Tie-2 receptor are increased in human samples and have been 
correlated with neovascularization and microvessel density (MVD) (Mitsuhashi et al., 2003). 
Finally, animal studies have shown that the involvement of PDGF-C in HCC development is 
linked to its role in the initiation of fibrosis (Campbell et al., 2005). Interestingly, it appears 
that all these factors team up with the VEGF signaling cascade in order to provoke normal 
or aberrant vessel formation in HCCs. 
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Since vascular formation is very important for tumor progression and transition to 
malignancy, it represents an intriguing therapeutic target for the treatment of HCC. At 
present, there are several drugs undergone investigation in experimental models or humans 
and some of them are already in use in various types of cancer. Most of the tested inhibitors 
target selectively the VEGF pathway and induce arrest of endothelial cell proliferation, 
regression of the existing vessels or suppress the mobilization of endothelial progenitor cells 
from bone marrow. These agents range from monoclonal antibodies (mAb) targeting VEGF-
A, like bevacizumab (Avastin), to small molecules that inhibit autophosphorylation of VEGF 
receptors like sorafenib (Nexavar), the single agent that was approved for the treatment of 
advanced hepatocellular carcinoma in 2007 (Fernandez et al., 2009). 

5. Hypoxia and HCC  

As many other solid tumors, HCC is characterized by the development of hypoxia. Even in 

normal liver, emergence of hypoxic conditions can result from its division into areas with 

different capabilities of oxygen delivery (i.e., 60 to 65 mmHg in the portal area to 30 to 35 

mmHg in the perivenous area) and increased cellular metabolic activity, which leads to high 

oxygen consumption (Rosmorduc & Housset, 2010). Apart from that, the response to trauma 

or inflammation can cause aberrant vessel formation, irregular blood flow and, finally, poor 

oxygenation of the cells. Cells respond to oxygen deprivation by activating a number of 

genes that allow them to adapt and survive. More importantly, hepatocellular carcinoma 

cells not only survive but also show significant stimulation of their proliferation under 

hypoxia as opposed to other cancer cell lines (Gwak et al., 2005).  

Hypoxia promotes tumor progression through several mechanisms. Under hypoxic 

conditions, cells shift their metabolism from oxidative phosphorylation to anaerobic 

glycolysis by the induction of genes that encode glucose transporters, glycolytic enzymes 

and proteins that remove glycolysis by-products (e.g. lactic acid) from cancer cells. As 

mentioned above, HCC tumors exhibit epigenetic alterations and signaling pathways 

activation that stimulate proliferation. These may be supported by tumor hypoxia, which 

affects the methylation status of HCC cells and, more importantly, activates the ERK 

pathway (Liu, Q. et al., 2011; Minet et al., 2000). Another very important contribution of 

hypoxia to HCC development is the stimulation of angiogenesis. Two of the central pro-

angiogenic factors in HCC, namely VEGF and angiopoietin 2, are induced in hypoxic 

conditions and promote the abnormal vessel formation and branching observed in these 

tumors. Key mediators of these responses and central components of hypoxia signaling 

within the cell are the hypoxia inducible factors (HIFs). 

HIFs are heterodimeric transcriptional complexes that respond to changes of cellular oxygen 
concentration and activate the expression of hypoxia target genes. These genes encode for 
proteins involved in processes critical for oncogenesis such as survival, proliferation, 
invasion and metastasis. Active HIF heterodimers are composed of the constitutively 
expressed HIF-┚ subunit (or ARNT; Aryl hydrocarbon Receptor Nuclear Translocator) and 
the regulated HIF-┙ subunit, which is over-expressed in many tumors and causes HIF 
activation and increased transcription of its targets (Semenza, 2010). HCC is not an 
exception and expression levels of HIF-1┙ are increased in all stages of the disease and 
correlate to its progress.  

www.intechopen.com



 
Hepatocellular Carcinoma – Basic Research 

 

258 

There is plenty of evidence linking HIF-1┙ to both early and late HCC stages. The genetic 
instability observed during the premalignant state of HCC can be caused by viral infection. 
HCV core protein induces HIF-1┙ and HIF-dependent transcriptional activation of the 
VEGF gene in HCC-derived cells (Hassan et al., 2009). Liver angiogenesis has been indeed 
observed in biopsy samples of HCV patients and is possibly an essential step for HCV-
related oncogenesis. HIF-1┙ mRNA and protein levels are also increased in premalignant 
dysplastic nodules, as observed in both human and animal samples,  and cause up-
regulation of a number of genes that promote angiogenesis (VEGF), glucose transport 
(GLUT1) and PI3K/AKT pathway activation (growth factor IGF-II and hepatocyte growth 
factor receptor c-Met) (Nakamura et al., 2007). Interestingly, it has also been shown that 
HIF-1┙ expression at this stage is hypoxia-independent and its levels rise as the disease 
progresses (Tanaka et al., 2006). These findings indicate the important role of this 
transcription factor in abnormal gene expression that occurs during early HCC 
development.  

As already mentioned, hypervascularity is a prominent feature of progression to HCC 
malignancy and HIF-1┙ over-expression is also directly associated with VEGF expression, 
microvessel density (MVD) and microvenous invasion in human HCC samples (Huang et 
al., 2005). Deregulation of the HIF pathway, which comes as a result of HIF-1┙ over-
expression, is often associated with resistance to radiotherapy and chemotherapy, which 
renders hypoxic tumors highly aggressive and metastatic (Poon, E. et al., 2009). This is also 
true for primary HCC, in which HIF-1┙ expression is associated with poor response to 
radiotherapy, metastasis and low survival rates (Xiang et al., 2011). Therefore, 
understanding HIF-┙ regulation may provide valuable information in order to target the 
HIF pathway as a means for combinational therapeutic strategies against HCC. 

6. HIF-α structure and regulation   

Three HIF-┙ isoforms have been so far identified: HIF-1┙, HIF-2┙ and HIF-3┙. HIF-1┙ and -
2┙ have similar structure and are rapidly induced in response to hypoxia. The third family 
member is not well understood. It exists in several splice variants, one of which acts as a 
dominant negative regulator of HIF-dependent gene expression as it binds to the HIF-1┙ 
subunit to form a nonfunctional complex. Whereas HIF-1┙ shows broad tissue distribution, 
HIF-2┙ is cell-type specific and was shown to have distinct biological roles. However, HIF-1 
and HIF-2 can regulate both overlapping and distinct target genes (Poon, E. et al., 2009). 
More specifically, liver cells express both isoforms, albeit, with different kinetic profiles: 
HIF-1┙ responds quickly but returns to basal levels early. In contrast, HIF-2┙ expression is 
delayed but prolonged, suggesting a coordinated response of the two subunits to hypoxia 
(Wiesener et al., 2003). 

Both HIF-1┙ and HIF-2┙ contain basic helix loop helix (bHLH) and PER-ARNT-SIM (PAS) 
domains in their NH2-terminal regions that mediate heterodimerization and binding to 
specific DNA regulatory sequences called hypoxia response elements (HREs) (Fig. 1). The 
PAS domain contains two conserved repeats termed PAS-A and PAS-B. In their C-
terminal regions, both contain transactivation domains (TAD) that mediate the 
transcription of their targets. Oxygen sensitivity and regulation relies in a structural 
feature called oxygen depended degradation (ODD) domain that lies inside the central 
region of HIF-┙ (Semenza, 2003).  
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In terms of its oxygen-dependent or -independent regulation, HIF-1┙ is more extensively 
investigated. HIF-2┙, on the other hand, is regulated in a similar fashion by oxygen but 
many elements of its oxygen-independent regulation still remain unclear. Under normal 
oxygen conditions, HIF-1┙ is constantly produced and destroyed in a process that involves 
von Hippel-Lindau (VHL)-mediated polyubiquitination and subsequent proteasomal 
degradation (Schofield & Ratcliffe, 2005). Interaction of HIF-1┙ with VHL, a tumor 
suppressor protein and a subunit of an E3 ubiquitin ligase complex, requires the 
hydroxylation of two proline residues within the ODD domain of HIF-1┙. This 
hydroxylation is mediated by three conserved prolyl hydroxylases (termed PHDs or HPHs), 
the activity of which depends on the availability of oxygen, iron and 2-oxoglutarate 
(Semenza, 2001). When oxygen becomes sparse, hydroxylation is impaired, HIF-1┙ is 
stabilized and is imported into the nucleus, where it dimerizes with ARNT and activates the 
expression of its target genes. However, oxygen dependent-regulation does not only rely on 
HIF-1┙ destruction alone but also on the control of its activity. Another oxygen-sensitive 
hydroxylase called FIH (Factor Inhibiting HIF-1) modifies HIF-1┙ in one asparagine residue 
situated inside its C-terminal TAD region (Asn803) and interferes with the association of 
HIF-1┙ with the transcriptional co-activator CBP/p300 (Lancaster et al., 2004a).  

Apart from oxygen tension, HIF-1┙ expression and activity are additionally stimulated by 
oxygen-independent mechanisms that respond to oncogenic activation, growth factors, 
cytokines and variations of the cellular environment (e.g. pH). There are multiple levels at 
which cells can control HIF-1┙ activity, ranging from transcriptional and translational 
regulation to post-translational modifications. Its transcriptional activation responds to 
inflammatory stimuli as IKK┚ activation causes increased HIF-1┙ gene expression in a NF-
κB-dependent fashion in the liver of hypoxic mice (Rius et al., 2008). The signal transducer 
and activator of transcription 3 (Stat3) is also involved in the regulation of HIF-1┙ mRNA 
synthesis (Niu et al., 2008) and mediates the transcriptional suppression of HIF-1┙ by the 
eIF2┙ kinase PKR (Papadakis et al., 2010). Activation of the phosphatidylinositol 3-
kinase/AKT pathway leads to elevated translation of HIF-1┙ mRNA and increased HIF-1┙ 
protein levels (Bardos & Ashcroft, 2005). Post-translationally, HIF-1┙ is regulated either 
through its association with other proteins or its modification by number of different 
enzymes. Protein interactions like binding to the molecular chaperone HSP90 can increase 
HIF-1┙ stability by inhibiting VHL-independent degradation (Isaacs et al., 2002; Katschinski 
et al., 2004). On the other hand, the protein RACK1 competes with HSP90 for binding to the 
HIF-1┙ N-terminal PAS-A domain. The RACK1-HIF-1┙ interaction, which is stabilized by 
the protein SSAT1 and inhibited by Sept9-v1, promotes increased ubiquitination and 
degradation of HIF-1┙ irrespective of oxygen levels (Amir et al., 2009; Baek et al., 2007; Liu, 
Y.V. et al., 2007). MgcRacGAP (male germ cell RacGTPase Activating Protein), identified 
using the yeast two-hybrid system, is another protein that interacts with and inhibits HIF-
1┙. MgcRacGAP over-expression inhibits HIF-1┙ transcriptional activity, without lowering 
HIF-1┙ protein levels or altering its subcellular localization (Lyberopoulou et al., 2007).  

Apart from hydroxylation, other posttranslational modifications of HIF-1┙ include 
SUMOylation, acetylation, S-nitrosylation and phosphorylation by a number of different 
kinases. HIF-1┙ can be SUMOylated but the role of this modification remains 
controversial; certain reports claim that SUMO conjugate stabilizes HIF-1┙ while others 
suggest that deSUMOylation of HIF-1┙ is necessary for its stability and activity (Bae et al., 
2004; Berta et al., 2007; Carbia-Nagashima et al., 2007; Cheng et al., 2007). In contrast, 
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acetylation of HIF-1┙ by the acetyltransferase ARD1 has a negative impact by facilitating 
its interaction with VHL (Jeong et al., 2002), although its effect on HIF-1┙ stability has also 
been later disputed (Wei & Yu, 2007). Nitrogen oxide (NO) can interfere with PHD 
function as well as cause HIF-1┙ S-nitrosylation, which can stabilize HIF-1┙ in tumor-
associated macrophages (Li et al., 2007; Wei & Yu, 2007). 

Direct HIF-1┙ phosphorylation can be an efficient way to rapidly and reversibly regulate 
HIF-1 activity in response to different stimuli. HIF-1┙ phosphorylations can be activating, 
such as the one at Thr796 in the C-TAD domain of HIF-1┙ that impairs his interaction with 
FIH-1 (Lancaster et al., 2004b). On the contrary, phosphorylation by glycogen synthase 
kinase 3 (GSK3) at three residues (Ser551/Thr555/Ser589) within the HIF-1┙ N-TAD drives 
HIF-1┙ to VHL-independent proteasomal degradation and down-regulates its activity 
(Flugel et al., 2007). We have recently described HIF-1┙ phosphorylation by casein kinse 1 
(CK1) which also negatively affects HIF-1 activity (Kalousi et al., 2010). CK1δ targets Ser247 

in the PAS-B domain of HIF-1┙ and does not affect its stability or localization but interferes 
with the ability of HIF-1┙ to form an active complex with ARNT under hypoxia. Over-
expression of CK1δ inhibited, whereas, inhibition or silencing of CK1δ stimulated the 
activity of HIF-1 in several different cell lines, including hepatoma-derived cancer cells. 
Furthermore, inhibition of CK1 activity in HCC- cells (Huh7) resulted in significantly higher 
proliferation rates under hypoxia, highlighting the importance of HIF-1 activity for hypoxic 
adaptation and suggesting an anti-proliferative role for CK1δ (Kalousi et al., 2010). Others, 
recent but less characterized modifications of HIF-1┙ include phosphorylation of Ser696 by 
ATM kinase and Ser576/Ser657 by Plk3, both of which activate HIF-1┙ by stabilizing its 
protein levels (Cam et al., 2010; Xu et al., 2010). Finally, the longer known, best studied and 
probably most relevant to HCC direct phosphorylation of HIF-1┙ is the one mediated by 
ERK (p44/42 MAPK), which will discussed extensively in the next section. 

Transcriptional activity of HIF-1┙ ultimately depends on its nuclear accumulation. In order 
to enter the nucleus HIF-1┙ uses more than one import pathways. The first one involves the 
presence of a classical bipartite-type nuclear localization signal (NLS) in the C-terminal part 
of HIF-1┙ and interaction with importin ┙ to mediate its translocation to the nucleus 
(Depping et al., 2008; Kallio et al., 1998; Luo & Shibuya, 2001). Moreover, recent work from 
our lab has shown that HIF-1┙ active transport through the nuclear pore complex can be 
mediated by multiple import receptors that, apart from importin ┙ family members, also 
include importins 4 and 7 (Chachami et al., 2009) . Interaction with importins 4 and 7 
involves the NH2-terminal part of HIF-1┙ (amino acids 1-251), which also contains the 
bHLH and PAS-A domains, but the exact nature of the NLS that mediates their 
association is still unclear. The operation of more than one different pathways may ensure 
the fast and efficient translocation of HIF-1┙ inside the nucleus as part of an effective 
cellular response to hypoxic stimuli (Fig. 1). However, the time that HIF-1┙ spends inside 
the nucleus and, ultimately, its activity depends also on its nuclear export rate, which is 
mediated by the major mammalian exportin CRM1 and regulated by the Raf/MEK/ERK 
pathway (see below).  

7. ERK pathway and HIF-1α 

The MAPK pathway is one of the two best known major signal transduction pathways 

regulating HIF-1┙ activity (the other is PI3K/AKT). Apart from being induced by growth 
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factors, cytokines and oncogenes, the MAPK pathway is also activated by hypoxia in several 

different cell lines including hepatoma HepG2 cells (Liu, C. et al., 2005; Minet et al., 2000; 

Mottet et al., 2002) and was suggested to affect both HIF-1┙ mRNA translation and HIF-1 

transcriptional activity (Fukuda et al., 2002; Richard et al., 1999). This was shown by the use 

of MEK1 inhibitor PD98059 which decreased HIF-1-dependent gene expression in a number 

of cell lines including the hepatoma-derived Hep3B (Minet et al., 2000; Salceda et al., 1997). 

Also, studies from our own and other groups using Gal4-HIF-1┙ fusion proteins have 

shown that the ERK pathway is involved in hypoxia-dependent HIF-1┙ transactivation 

domain function in different cell lines (Lee, E. et al., 2002; Mylonis et al., 2006). Finally, HIF-

1┙ can be directly phosphorylated by ERK (p44/p42 MAPK) both in vitro and in vivo but is 

not a direct target of the other MAPK family members (p38 or c-JNK) (Dimova et al., 2009). 

Although there had been efforts to identify the exact HIF-1┙ sites phosphorylated by ERK, 

these remained unknown until quite recently. The issue was clarified by our recent work 

using in vitro phosphorylation assays, mass spectrometry and site directed mutagenesis, 

which led to the indentification of two conserved serine residues (Ser641 and Ser643) as the 

major ERK phosphorylation sites on HIF-1┙ (Mylonis et al., 2006). Furthermore, inhibition of 

HIF-1┙ phosphorylation by mutagenesis of the ERK target sites (conversion of both 

Ser641/Ser643 into Ala) or treatment with the ERK pathway inhibitor PD98059 impaired 

nuclear accumulation of HIF-1┙ and, consequently, decreased its transcriptional activity. 

However, when cells expressing the phosphorylation-deficient mutant of HIF-1┙ were 

treated with Leptomycin B (a specific inhibitor of CRM1-dependent nuclear export) nuclear 

localization of the mutant HIF-1┙ was restored and its activity was partially recovered, 

suggesting that lack of ERK-depended phosphorylation reduces nuclear concentration of 

HIF-1┙ by excessive nuclear export into the cytoplasm (Mylonis et al., 2006).  

These first results indicated that the mechanism by which ERK phosphorylation regulates 

HIF-1┙ activity lies downstream of its synthesis and stabilization steps and involves 

regulated nucleocytoplasmic shuttling. However, this kind of regulation requires that HIF-

1┙ possesses a nuclear export signal (NES) in addition to its NLS. We were, indeed, able to 

show the presence of such a signal in the form of an atypical hydrophobic NES 

(632MEDIKILI639), situated in close proximity to the serine residues 641/643 modified by 

ERK (Mylonis et al., 2008). This NES interacts strongly with CRM1 but only when ERK-

dependent phosphorylation of HIF-1┙ is impaired. These data also support the idea that 

regulation of HIF-1┙ nuclear shuttling is the major – if not exclusive – mechanism through 

which ERK-mediated phosphorylation controls HIF-1 activity since phospho-mimetic 

mutation of Ser641 into Glu or mutation of the NES renders the mutant form of HIF-1┙ 

largely resistant to MAPK-pathway inhibition. Furthermore, the NES mutation 

“suppressed” the Ser641/Ser643Ala double mutation and HIF-1┙ lacking both NES and 

ERK-sites regained wild-type properties in terms of localization and activity (Mylonis et al., 

2008). Taken together, our data, which were also confirmed in a hepatoma-derived cell line 

(Huh7), support the following model, also shown in Fig. 1. After stabilization, HIF-1┙ 

interacts with multiple nuclear import receptors (importins ┙/┚, 4 and 7) and is transported 

into the nucleus through the nuclear pore compexes (NPCs). Once in the nucleoplasm and 

with the HIF-1┙ NES exposed, there are two possible scenarios. If the MAPK/ERK pathway 

is inactive, as in a quiescent cell, CRM1 will bind to the NES and return HIF-1┙ to the 
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cytoplasm, keeping, thus, its nuclear concentration and subsequent activity low. However, if 

ERK is active (in response to hypoxia or other oncogenic stimuli), it will phosphorylate HIF-

1┙ and mask its NES, thereby trapping HIF-1┙ inside the nucleus, promoting its 

accumulation and maximizing its activity. Subsequent interaction with ARNT will form an 

active HIF-1 heterodimer, which can bind to DNA and stimulate transcription. This model 

does not exclude the possibility that ERK-mediated phosphorylation has additional, albeit 

minor, effects on HIF-1┙ regulation such as promoting interaction of phosphorylated HIF-1┙ 

with another nuclear factor or stimulating the activity of HIF-1┙ partners such as CBP/p300 

(Sang et al., 2003).  

 

Fig. 1. HIF-1┙ regulation by ERK-mediated phosphorylation.  

This schematic model shows how nucleocytoplasmic shuttling and activity of HIF-1┙ is 

controlled by ERK. HIF-1┙ is transported into the nucleus by nuclear import receptors 

(importins ┙/┚, 4 and 7) but also contains an NES. In the absence of modification by ERK, 

binding of CRM1 to the NES returns HIF-1┙ to the cytoplasm and limits its activity by 

shortening its intranuclear resident time. When ERK phosphorylates HIF-1┙, the NES is 

masked, interaction with CRM1 is inhibited and HIF-1┙ is allowed to accumulate inside the 

nucleus and attain maximal activity by forming an active HIF-1 heterodimer with ARNT 

and binding to DNA to stimulate transcription (see text for relevant references).  

The link between ERK and HIF-1 appears not to be unidirectional. Many reports have 

shown that hypoxia induces the expression of several members of the DUSP (dual 
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specificity phosphatase also called MAPK phosphatase, MKP) family, which inactivate the 

MAPKs, including ERK, by dephosphorylation (Bermudez et al., 2011; Bernaudin et al., 

2002; Laderoute et al., 1999; Liu, C. et al., 2005; Seta et al., 2001). Expression of DUSP1 in 

HepG2 cells may be the reason for the loss of ERK activation after prolonged exposure to 

hypoxia (Liu, C. et al., 2005), suggesting that hypoxia-inducible DUSPs may play a critical 

role in the spatio-temporal regulation of MAPK signaling. Furthermore, HIF-1 is itself 

required for the induction of DUSP6 (Bermudez et al., 2011), suggesting the operation of the 

negative feedback loop shown in Fig. 2. Since excessive and prolonged activation of ERK or 

HIF-1 may lead to apoptosis (Cagnol et al., 2006; Carmeliet et al., 1998), this negative 

feedback may act to limit ERK and, consequently, HIF-1┙ activity to a threshold compatible 

with cell survival and proliferation under hypoxia. On the other hand, HIF-1 has been 

recently shown to inhibit DUSP2 transcription causing DUSP2 suppression and prolonged 

phosphorylation of ERK, which increased chemoresistance and malignancy in human 

cancer cells under hypoxia (Lin et al., 2011). This suggests the additional operation of a feed-

forward (or positive feedback) loop (also shown in Fig. 2) that can explain the down-

regulation of DUSP2 and parallel elevation of ERK and HIF-1 activity in hypoxic cancer 

cells. It is, however, ambiguous the fact that hypoxic DUSP2 suppression was not observed 

in hepatoma cell lines and clinical samples of cancerous liver had similar levels of DUSP2 

mRNA as those derived from normal tissue (Lin et al., 2011) suggesting limited and tissue-

specific relevance of this mechanism. 

This tight connection between ERK activity and HIF-1┙ can be targeted for controlling 

HIF-1 activity (Fig. 2). Indeed, nuclear accumulation and activity of HIF-1┙ was impaired 

when cancer cells were treated with natural occurring compounds such as flavonoids that 

inhibit the MAPK pathway and ERK-dependent HIF-1┙ phosphorylation (Triantafyllou et 

al., 2008). Moreover, the transient expression of a 43 amino acid HIF-1┙ peptide that 

contains the ERK modification sites  and can be itself an ERK substrate (termed MTD: 

MAPK target domain) caused nuclear exclusion and loss of activity of endogenous HIF-1┙ 

(Mylonis et al., 2008). Finally, we have recently shown that the flavonoid kaempferol 

could act as a potent inhibitor of hepatoma cancer (Huh7) cell viability by inhibiting ERK 

activation and causing cytoplasmic mislocalization and inactivation of HIF-1┙ (Mylonis et 

al., 2010). Kaempferol could play a dual role in impairing cancer cell growth. It exhibited a 

mild effect on Huh7 cell survival under normal oxygen concentration, most likely due to 

inhibition of the MAPK pathway, which is critical for cell proliferation. However, 

kaempferol exerted a much stronger negative effect under hypoxia, apparently by 

additionally blocking HIF-1 activity required for cell viability at 0.1 - 1% O2, conditions 

that are physiologically more relevant to those inside a tumor growing in vivo. This 

provided proof-of-principle for the potential use of kaempferol or other HIF-1┙ 

phosphorylation inhibitors as anti-HCC agents, since they could selectively target cancer 

cells normally exposed to hypoxia. The potential of kaempferol to inhibit both ERK and 

HIF-1 was at low μΜ concentration (IC50 close to 5 μΜ), which falls within the plasma 

flavonoid concentration range achievable by dietary intake alone (Gates et al., 2007; 

Manach et al., 2005). As a naturally occurring dietary substance without known side 

effects, kaempferol could be a good candidate for further evaluation, as chemopreventive 

or therapeutic compound, in controlled prospective studies of HCC patients along or in 

combination with other established conservative and interventional therapies.  
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Fig. 2. The hypoxia-ERK-HIF-angiogenesis axis, feedback regulations and possible sites of 
targeted intervention.  

HIF-1┙, induced by hypoxia and activated by ERK-mediated phosphorylation, stimulates 
the production of VEGF that promotes angiogenesis. Induction of DUSP6 (and possibly 
other DUSPs, not shown) by HIF-1 deactivates ERK as a negative feedback mechanism, 
while suppression of DUSP2 can be part of an opposing feed-forward mechanism (not 
occurring in liver cells). This circuitry can be interrupted by agents that inhibit ERK 
activation (such as sorafenib and kaempferol), block HIF-1┙ phosphorylation (such as MTD) 
or impair VEGF function (such as sorafenib and bevacizumab). For further details and 
relevant reference see text. 

8. Targeting the HIF pathway in HCC 

Induction of the HIF- pathway may not come as a result of the cancer alone, but it can also 
be attributed to conventional HCC treatment such as chemoembolization which has been 
widely used in unresectable cases of hepatocellular carcinoma (Llovet & Bruix, 2003). 
However, restriction of the blood flow in the treated tissue generates hypoxic conditions 
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and activation of the HIF pathway, which may lead to a phenotypic change that renders 
cancer cells more invasive and metastatic, with subsequent failure of treatment as shown in 
animal primary liver cancers (Patsenker et al., 2009). Therefore, suppression of HIF-1 
activity can be especially beneficial when combined with conventional treatments or future 
therapeutic agents that target other pathways related to HCC. This is already evident in 
experimental models, in which inhibition of HIF-1┙ expression enhanced the efficacy of 
doxorubicin in suppressing HCC cell growth through stimulation of apoptosis and down-
regulation of VEGF (Liu, F. et al., 2008).  

Cell based methods have been used to screen for HIF-1 inhibitors and many small molecules 

have been identified that impair cancer cell growth by reducing HIF-1┙ protein levels – 

through blocking its expression or enhancing its degradation – or by impairing its 

transcriptional activity (Semenza, 2010; Wilson & Hay, 2011). Another novel method to 

identify HIF-1 inhibitors is screening, recognition and isolation of new bioactive compounds 

from natural sources with molecularly imprinted polymers (MIPs), which have been 

developed using as templates known compounds that interfere with HIF-1 activity (Lakka et 

al., 2011). Of course, the potential application of these agents in cancer therapy relies on the 

outcome of clinical trials. However, the search for HIF-1 inhibitors revealed that several 

already tested and established anti-cancer drugs such as topotecan, a topoisomerase 

inhibitor, geldanamycin, an HSP90 inhibitor, and trichostatin A, a histone deacetylase 

inhibitor, can also block HIF-1 activity (Ibrahim et al., 2005; Poon, E. et al., 2009; Rapisarda et 

al., 2004). Given the ERK-HIF connection, extensively discussed above, another way to 

suppress HIF-1 would be to inhibit the Raf/MEK/ERK signaling pathway. The approval of 

sorafenib, a Raf inhibitor and anti-angiogenic agent, as single agent against HCC probably 

demonstrates this principle. Although, the effect of sorafenib on HIF-1 activity has not been 

directly studied in HCC, sorafenib has been shown to interfere with the HIF pathway in 

models of melanoma and neuroblastoma (Kumar et al., 2007; Nilsson et al., 2010). It is 

possible that combination of sorafenib with other agents that also target ERK (such as 

kaempferol or other naturally occurring substances with similar properties), HIF-1┙ (such as 

MTD) or VEGF (such as bevacizumab or inhibitors of the VEGF receptor) could be more 

efficient in treating HCC and preventing acquirement of resistance (Fig. 2).  

9. Conclusion 

Aberrant angiogenenesis, MAPK pathway activation and hypoxia contribute to the 

aggressiveness of hepatocellular carcinoma. This property is further enhanced by the fact 

that these processes positively influence one another in a way that adds up to the severity of 

the disease. Furthermore, they all involve as key component HIF-1┙ (Fig. 2), so its targeting 

provides an attractive strategy to treat hypoxic and highly angiogenic tumours like HCC. 

Combination of HIF-1┙ inhibitors with existing treatments or new targeted therapies like 

sorafenib may prove to be beneficial for the treatment of the disease. 

10. Acknowledgements  

The authors acknowledge financial support in the context of the project 09SYN-12-682, 
which is implemented under the auspices of NSRF and the National Range Action 
"COOPERATION" and co-funded by the Greek Government and the European Union - 

www.intechopen.com



 
Hepatocellular Carcinoma – Basic Research 

 

266 

European Regional Development Fund. The authors also wish to thank Prof. G. Dalekos, 
Dept. of Medicine, for helpful discussions and comments on the manuscript.  

11. References 

Abou-Alfa, G. K.; Schwartz, L.; Ricci, S.; Amadori, D.; Santoro, A.; Figer, A.; De Greve, J.; 
Douillard, J. Y.; Lathia, C.; Schwartz, B.; Taylor, I.; Moscovici, M. & Saltz, L. B. 
(2006). Phase II study of sorafenib in patients with advanced hepatocellular 
carcinoma. Journal of Clinical Oncology, Vol.24, No. 26, (Sep 10 2006), pp. 4293-4300, 
ISSN 1527-7755 

Amir, S.; Wang, R.; Simons, J. W. & Mabjeesh, N. J. (2009). SEPT9_v1 up-regulates hypoxia-
inducible factor 1 by preventing its RACK1-mediated degradation. Journal of 
Biological Chemistry, Vol.284, No. 17, (Apr 24 2009), pp. 11142-11151, ISSN 0021-9258  

Bae, S. H.; Jeong, J. W.; Park, J. A.; Kim, S. H.; Bae, M. K.; Choi, S. J. & Kim, K. W. (2004). 
Sumoylation increases HIF-1alpha stability and its transcriptional activity. 
Biochemical and Biophysical Research Communications, Vol.324, No. 1, (Nov 5 2004), 
pp. 394-400, ISSN 0006-291x 

Baek, J. H.; Liu, Y. V.; McDonald, K. R.; Wesley, J. B.; Zhang, H. & Semenza, G. L. (2007). 
Spermidine/spermine N(1)-acetyltransferase-1 binds to hypoxia-inducible factor-
1alpha (HIF-1alpha) and RACK1 and promotes ubiquitination and degradation of 
HIF-1alpha. Journal of Biological Chemistry, Vol.282, No. 46, (Nov 16 2007), pp. 
33358-33366, ISSN 0021-9258 

Bardos, J. I. & Ashcroft, M. (2005). Negative and positive regulation of HIF-1: a complex 
network. Biochimica et Biophysica Acta, Vol.1755, No. 2, (Jul 25 2005), pp. 107-120, 
ISSN 0006-3002 

Bermudez, O.; Jouandin, P.; Rottier, J.; Bourcier, C.; Pages, G. & Gimond, C. (2011). Post-
transcriptional regulation of the DUSP6/MKP-3 phosphatase by MEK/ERK 
signaling and hypoxia. Journal of Cellular Physiology, Vol.226, No. 1, (Jan 2011), pp. 
276-284, ISSN 1097-4652  

Bernaudin, M.; Nedelec, A. S.; Divoux, D.; MacKenzie, E. T.; Petit, E. & Schumann-Bard, P. 
(2002). Normobaric hypoxia induces tolerance to focal permanent cerebral ischemia 
in association with an increased expression of hypoxia-inducible factor-1 and its 
target genes, erythropoietin and VEGF, in the adult mouse brain. Journal of Cerebral 
Blood Flow and Metabolism, Vol.22, No. 4, (Apr 2002), pp. 393-403, ISSN 0271-678X  

Berta, M. A.; Mazure, N.; Hattab, M.; Pouyssegur, J. & Brahimi-Horn, M. C. (2007). 
SUMOylation of hypoxia-inducible factor-1alpha reduces its transcriptional 
activity. Biochemical and Biophysical Research Communications, Vol.360, No. 3, (Aug 31 
2007), pp. 646-652, ISSN 0006-291X  

Bessard, A.; Fremin, C.; Ezan, F.; Fautrel, A.; Gailhouste, L. & Baffet, G. (2008). RNAi-
mediated ERK2 knockdown inhibits growth of tumor cells in vitro and in vivo. 
Oncogene, Vol.27, No. 40, (Sep 11 2008), pp. 5315-5325, ISSN 1476-5594 

Bruix, J. & Llovet, J. M. (2009). Major achievements in hepatocellular carcinoma. Lancet, 
Vol.373, No. 9664, (Feb 21 2009), pp. 614-616, ISSN 1474-547X  

Cagnol, S.; Van Obberghen-Schilling, E. & Chambard, J. C. (2006). Prolonged activation of 
ERK1,2 induces FADD-independent caspase 8 activation and cell death. Apoptosis, 
Vol.11, No. 3, (Mar 2006), pp. 337-346, ISSN 1360-8185 

www.intechopen.com



The Involvement of the ERK-Hypoxia-Angiogenesis  
Signaling Axis and HIF-1 in Hepatocellular Carcinoma 

 

267 

Calvisi, D. F.; Ladu, S.; Gorden, A.; Farina, M.; Conner, E. A.; Lee, J. S.; Factor, V. M. & 
Thorgeirsson, S. S. (2006). Ubiquitous activation of Ras and Jak/Stat pathways in 
human HCC. Gastroenterology, Vol.130, No. 4, (Apr 2006), pp. 1117-1128, ISSN 0016-
5085  

Calvisi, D. F.; Pinna, F.; Meloni, F.; Ladu, S.; Pellegrino, R.; Sini, M.; Daino, L.; Simile, M. M.; 
De Miglio, M. R.; Virdis, P.; Frau, M.; Tomasi, M. L.; Seddaiu, M. A.; Muroni, M. R.; 
Feo, F. & Pascale, R. M. (2008). Dual-specificity phosphatase 1 ubiquitination in 
extracellular signal-regulated kinase-mediated control of growth in human 
hepatocellular carcinoma. Cancer Research, Vol.68, No. 11, (Jun 1 2008), pp. 4192-
4200, ISSN 1538-7445  

Cam, H.; Easton, J. B.; High, A. & Houghton, P. J. (2010). mTORC1 signaling under hypoxic 
conditions is controlled by ATM-dependent phosphorylation of HIF-1alpha. 
Molecular Cell, Vol.40, No. 4, (Nov 24 2010), pp. 509-520, ISSN 1097-4164 

Campbell, J. S.; Hughes, S. D.; Gilbertson, D. G.; Palmer, T. E.; Holdren, M. S.; Haran, A. C.; 
Odell, M. M.; Bauer, R. L.; Ren, H. P.; Haugen, H. S.; Yeh, M. M. & Fausto, N. 
(2005). Platelet-derived growth factor C induces liver fibrosis, steatosis, and 
hepatocellular carcinoma. Proceedings of the National Academy of Sciences of the USA, 
Vol.102, No. 9, (Mar 1 2005), pp. 3389-3394, ISSN 0027-8424 

Carbia-Nagashima, A.; Gerez, J.; Perez-Castro, C.; Paez-Pereda, M.; Silberstein, S.; Stalla, G. 
K.; Holsboer, F. & Arzt, E. (2007). RSUME, a small RWD-containing protein, 
enhances SUMO conjugation and stabilizes HIF-1alpha during hypoxia. Cell, 
Vol.131, No. 2, (Oct 19 2007), pp. 309-323, ISSN 0092-8674 

Carmeliet, P.; Dor, Y.; Herbert, J. M.; Fukumura, D.; Brusselmans, K.; Dewerchin, M.; 
Neeman, M.; Bono, F.; Abramovitch, R.; Maxwell, P.; Koch, C. J.; Ratcliffe, P.; 
Moons, L.; Jain, R. K.; Collen, D. & Keshert, E. (1998). Role of HIF-1alpha in 
hypoxia-mediated apoptosis, cell proliferation and tumour angiogenesis. Nature, 
Vol.394, No. 6692, (Jul 30 1998), pp. 485-490, ISSN 0028-0836 

Chachami, G.; Paraskeva, E.; Mingot, J. M.; Braliou, G. G.; Gorlich, D. & Simos, G. (2009). 
Transport of hypoxia-inducible factor HIF-1alpha into the nucleus involves 
importins 4 and 7. Biochemical and Biophysical Research Communications, Vol.390, No. 
2, (Dec 11 2009), pp. 235-240, ISSN 1090-2104  

Cheng, J.; Kang, X.; Zhang, S. & Yeh, E. T. (2007). SUMO-specific protease 1 is essential for 
stabilization of HIF1alpha during hypoxia. Cell, Vol.131, No. 3, (Nov 2 2007), pp. 
584-595, ISSN 0092-8674 

Chin, R.; Earnest-Silveira, L.; Koeberlein, B.; Franz, S.; Zentgraf, H.; Dong, X.; Gowans, E.; 
Bock, C. T. & Torresi, J. (2007). Modulation of MAPK pathways and cell cycle by 
replicating hepatitis B virus: factors contributing to hepatocarcinogenesis. Journal of 
Hepatology, Vol.47, No. 3, (Sep 2007), pp. 325-337, ISSN 0168-8278 

Depping, R.; Steinhoff, A.; Schindler, S. G.; Friedrich, B.; Fagerlund, R.; Metzen, E.; 
Hartmann, E. & Kohler, M. (2008). Nuclear translocation of hypoxia-inducible 
factors (HIFs): involvement of the classical importin alpha/beta pathway. 
Biochimica et Biophysica Acta, Vol.1783, No. 3, (Mar 2008), pp. 394-404, ISSN 0006-
3002  

Dimova, E. Y.; Michiels, C. & Kietzmann, T. (2009). Kinases as upstream regulators of the 
HIF system: their emerging potential as anti-cancer drug targets. Current 
Pharmaceutical Design, Vol.15, No. 33, 2009), pp. 3867-3877, ISSN 1873-4286 

www.intechopen.com



 
Hepatocellular Carcinoma – Basic Research 

 

268 

Fernandez, M.; Semela, D.; Bruix, J.; Colle, I.; Pinzani, M. & Bosch, J. (2009). Angiogenesis in 
liver disease. Journal of Hepatology, Vol.50, No. 3, (Mar 2009), pp. 604-620, ISSN 
0168-8278  

Flugel, D.; Gorlach, A.; Michiels, C. & Kietzmann, T. (2007). Glycogen synthase kinase 3 
phosphorylates hypoxia-inducible factor 1alpha and mediates its destabilization in 
a VHL-independent manner. Molecular and Cellular Biology, Vol.27, No. 9, (May 
2007), pp. 3253-3265, ISSN 0270-7306  

Frau, M.; Biasi, F.; Feo, F. & Pascale, R. M. (2010). Prognostic markers and putative 
therapeutic targets for hepatocellular carcinoma. Molecular Aspects of Medicine, 
Vol.31, No. 2, (Apr 2010), pp. 179-193, ISSN 1872-9452  

Fukuda, R.; Hirota, K.; Fan, F.; Jung, Y. D.; Ellis, L. M. & Semenza, G. L. (2002). Insulin-like 
Growth Factor 1 Induces Hypoxia-inducible Factor 1-mediated Vascular 
Endothelial Growth Factor Expression, Which is Dependent on MAP Kinase and 
Phosphatidylinositol 3-Kinase Signaling in Colon Cancer Cells. Journal of Biological 
Chemistry, Vol.277, No. 41, (Oct 11 2002), pp. 38205-38211, ISSN 0021-9258  

Gailhouste, L.; Ezan, F.; Bessard, A.; Fremin, C.; Rageul, J.; Langouet, S. & Baffet, G. (2010). 
RNAi-mediated MEK1 knock-down prevents ERK1/2 activation and abolishes 
human hepatocarcinoma growth in vitro and in vivo. International Journal of Cancer, 
Vol.126, No. 6, (Mar 15 2010), pp. 1367-1377, ISSN 1097-0215 

Gates, M. A.; Tworoger, S. S.; Hecht, J. L.; De Vivo, I.; Rosner, B. & Hankinson, S. E. (2007). A 
prospective study of dietary flavonoid intake and incidence of epithelial ovarian 
cancer. International Journal of Cancer, Vol.121, No. 10, (Nov 15 2007), pp. 2225-2232, 
ISSN 1097-0215  

Gwak, G. Y.; Yoon, J. H.; Kim, K. M.; Lee, H. S.; Chung, J. W. & Gores, G. J. (2005). Hypoxia 
stimulates proliferation of human hepatoma cells through the induction of 
hexokinase II expression. Journal of Hepatology, Vol.42, No. 3, (Mar 2005), pp. 358-
364, ISSN 0168-8278 

Hassan, M.; Selimovic, D.; Ghozlan, H. & Abdel-kader, O. (2009). Hepatitis C virus core 
protein triggers hepatic angiogenesis by a mechanism including multiple 
pathways. Hepatology, Vol.49, No. 5, (May 2009), pp. 1469-1482, ISSN 1527-3350  

Hennig, M.; Yip-Schneider, M. T.; Wentz, S.; Wu, H.; Hekmatyar, S. K.; Klein, P.; Bansal, N. 
& Schmidt, C. M. (2010). Targeting mitogen-activated protein kinase kinase with 
the inhibitor PD0325901 decreases hepatocellular carcinoma growth in vitro and in 
mouse model systems. Hepatology, Vol.51, No. 4, (Apr 2010), pp. 1218-1225, ISSN 
1527-3350 

Hoshida, Y.; Toffanin, S.; Lachenmayer, A.; Villanueva, A.; Minguez, B. & Llovet, J. M. 
(2010). Molecular classification and novel targets in hepatocellular carcinoma: 
recent advancements. Seminars in Liver Disease, Vol.30, No. 1, (Feb 2010), pp. 35-51, 
ISSN 1098-8971 

Huang, G. W.; Yang, L. Y. & Lu, W. Q. (2005). Expression of hypoxia-inducible factor 1alpha 
and vascular endothelial growth factor in hepatocellular carcinoma: Impact on 
neovascularization and survival. World Journal of Gastroenterology, Vol.11, No. 11, 
(Mar 21 2005), pp. 1705-1708, 1007-9327 (Print) ISSN 1007-9327  

Huynh, H.; Ngo, V. C.; Koong, H. N.; Poon, D.; Choo, S. P.; Toh, H. C.; Thng, C. H.; Chow, 
P.; Ong, H. S.; Chung, A.; Goh, B. C.; Smith, P. D. & Soo, K. C. (2010). AZD6244 
enhances the anti-tumor activity of sorafenib in ectopic and orthotopic models of 

www.intechopen.com



The Involvement of the ERK-Hypoxia-Angiogenesis  
Signaling Axis and HIF-1 in Hepatocellular Carcinoma 

 

269 

human hepatocellular carcinoma (HCC). Journal of Hepatology, Vol.52, No. 1, (Jan 
2010), pp. 79-87, ISSN 0168-8278 

Huynh, H.; Soo, K. C.; Chow, P. K. & Tran, E. (2007). Targeted inhibition of the extracellular 
signal-regulated kinase kinase pathway with AZD6244 (ARRY-142886) in the 
treatment of hepatocellular carcinoma. Molecular Cancer Therapeutics, Vol.6, No. 1, 
(Jan 2007), pp. 138-146, ISSN 1535-7163  

Ibrahim, N. O.; Hahn, T.; Franke, C.; Stiehl, D. P.; Wirthner, R.; Wenger, R. H. & Katschinski, 
D. M. (2005). Induction of the hypoxia-inducible factor system by low levels of heat 
shock protein 90 inhibitors. Cancer Research, Vol.65, No. 23, (Dec 1 2005), pp. 11094-
11100, ISSN 0008-5472 

Imura, S.; Miyake, H.; Izumi, K.; Tashiro, S. & Uehara, H. (2004). Correlation of vascular 
endothelial cell proliferation with microvessel density and expression of vascular 
endothelial growth factor and basic fibroblast growth factor in hepatocellular 
carcinoma. Journal of Medical Investigation, Vol.51, No. 3-4, (Aug 2004), pp. 202-209, 
ISSN 1343-1420 

Isaacs, J. S.; Jung, Y. J.; Mimnaugh, E. G.; Martinez, A.; Cuttitta, F. & Neckers, L. M. (2002). 
Hsp90 regulates a von Hippel Lindau-independent hypoxia-inducible factor-1 
alpha-degradative pathway. Journal of Biological Chemistry, Vol.277, No. 33, (Aug 16 
2002), pp. 29936-29944, ISSN 0021-9258 

Jeong, J. W.; Bae, M. K.; Ahn, M. Y.; Kim, S. H.; Sohn, T. K.; Bae, M. H.; Yoo, M. A.; Song, E. 
J.; Lee, K. J. & Kim, K. W. (2002). Regulation and destabilization of HIF-1alpha by 
ARD1-mediated acetylation. Cell, Vol.111, No. 5, (Nov 27 2002), pp. 709-720, ISSN 
0092-8674 

Kallio, P. J.; Okamoto, K.; O'Brien, S.; Carrero, P.; Makino, Y.; Tanaka, H. & Poellinger, L. 
(1998). Signal transduction in hypoxic cells: inducible nuclear translocation and 
recruitment of the CBP/p300 coactivator by the hypoxia-inducible factor-1alpha. 
EMBO Journal, Vol.17, No. 22, (Nov 16 1998), pp. 6573-6586, ISSN 0261-4189 

Kalousi, A.; Mylonis, I.; Politou, A. S.; Chachami, G.; Paraskeva, E. & Simos, G. (2010). 
Casein kinase 1 regulates human hypoxia inducible factor HIF-1. Journal of Cell 
Science, Vol.123, No.17, (Sep 1 2010), pp. 2976-2986, ISSN 1477-9137  

Katschinski, D. M.; Le, L.; Schindler, S. G.; Thomas, T.; Voss, A. K. & Wenger, R. H. (2004). 
Interaction of the PAS B domain with HSP90 accelerates hypoxia-inducible factor-
1alpha stabilization. Cellular Physiology and Biochemistry, Vol.14, No. 4-6, 2004), pp. 
351-360, ISSN 1015-8987 

Kumar, S. M.; Yu, H.; Edwards, R.; Chen, L.; Kazianis, S.; Brafford, P.; Acs, G.; Herlyn, M. & 
Xu, X. (2007). Mutant V600E BRAF increases hypoxia inducible factor-1alpha 
expression in melanoma. Cancer Research, Vol.67, No. 7, (Apr 1 2007), pp. 3177-3184, 
ISSN 0008-5472 

Laderoute, K. R.; Mendonca, H. L.; Calaoagan, J. M.; Knapp, A. M.; Giaccia, A. J. & Stork, P. 
J. (1999). Mitogen-activated protein kinase phosphatase-1 (MKP-1) expression is 
induced by low oxygen conditions found in solid tumor microenvironments. A 
candidate MKP for the inactivation of hypoxia-inducible stress-activated protein 
kinase/c-Jun N-terminal protein kinase activity. Journal of Biological Chemistry, 
Vol.274, No. 18, (Apr 30 1999), pp. 12890-12897, ISSN 0021-9258  

Lakka, A.; Mylonis, I.; Bonanou, S.; Simos, G. & Tsakalof, A. (2011). Isolation of hypoxia-
inducible factor 1 (HIF-1) inhibitors from frankincense using a molecularly 

www.intechopen.com



 
Hepatocellular Carcinoma – Basic Research 

 

270 

imprinted polymer. Investigational New Drugs, Vol.29, No. 5, (Oct 2011), pp. 1081-
1089, ISSN 1573-0646  

Lancaster, D. E.; McDonough, M. A. & Schofield, C. J. (2004a). Factor inhibiting hypoxia-
inducible factor (FIH) and other asparaginyl hydroxylases. Biochemical Society 
Transactions, Vol.32, No. Pt 6, (Dec 2004a), pp. 943-945, ISSN 0300-5127 

Lancaster, D. E.; McNeill, L. A.; McDonough, M. A.; Aplin, R. T.; Hewitson, K. S.; Pugh, C. 
W.; Ratcliffe, P. J. & Schofield, C. J. (2004b). Disruption of dimerization and 
substrate phosphorylation inhibit factor inhibiting hypoxia-inducible factor (FIH) 
activity. Biochemical Journal, Vol.383, No. Pt. 3, (Nov 1 2004b), pp. 429-437, ISSN 
1470-8728 

Lee, E.; Yim, S.; Lee, S. K. & Park, H. (2002). Two transactivation domains of hypoxia-
inducible factor-1alpha regulated by the MEK-1/p42/p44 MAPK pathway. 
Molecules and Cells, Vol.14, No. 1, (Aug 31 2002), pp. 9-15, ISSN 1016-8478  

Lee, H. C.; Tian, B.; Sedivy, J. M.; Wands, J. R. & Kim, M. (2006). Loss of Raf kinase inhibitor 
protein promotes cell proliferation and migration of human hepatoma cells. 
Gastroenterology, Vol.131, No. 4, (Oct 2006), pp. 1208-1217, ISSN 0016-5085  

Li, F.; Sonveaux, P.; Rabbani, Z. N.; Liu, S.; Yan, B.; Huang, Q.; Vujaskovic, Z.; Dewhirst, M. 
W. & Li, C. Y. (2007). Regulation of HIF-1alpha stability through S-nitrosylation. 
Molecular Cell, Vol.26, No. 1, (Apr 13 2007), pp. 63-74, ISSN 1097-2765  

Lin, S. C.; Chien, C. W.; Lee, J. C.; Yeh, Y. C.; Hsu, K. F.; Lai, Y. Y. & Tsai, S. J. (2011). 
Suppression of dual-specificity phosphatase-2 by hypoxia increases 
chemoresistance and malignancy in human cancer cells. Journal of Clinical 
Investigation, Vol.121, No. 5, (May 2 2011), pp. 1905-1916, ISSN 1558-8238 

Liu, C.; Shi, Y.; Du, Y.; Ning, X.; Liu, N.; Huang, D.; Liang, J.; Xue, Y. & Fan, D. (2005). Dual-
specificity phosphatase DUSP1 protects overactivation of hypoxia-inducible factor 
1 through inactivating ERK MAPK. Experimental Cell Research, Vol.309, No. 2, (Oct 1 
2005), pp. 410-418, ISSN 0014-4827  

Liu, F.; Wang, P.; Jiang, X.; Tan, G.; Qiao, H.; Jiang, H.; Krissansen, G. W. & Sun, X. (2008). 
Antisense hypoxia-inducible factor 1alpha gene therapy enhances the therapeutic 
efficacy of doxorubicin to combat hepatocellular carcinoma. Cancer Science, Vol.99, 
No. 10, (Oct 2008), pp. 2055-2061, ISSN 1349-7006  

Liu, L.; Cao, Y.; Chen, C.; Zhang, X.; McNabola, A.; Wilkie, D.; Wilhelm, S.; Lynch, M. & 
Carter, C. (2006). Sorafenib blocks the RAF/MEK/ERK pathway, inhibits tumor 
angiogenesis, and induces tumor cell apoptosis in hepatocellular carcinoma model 
PLC/PRF/5. Cancer Research, Vol.66, No. 24, (Dec 15 2006), pp. 11851-11858, ISSN 
0008-5472  

Liu, Q.; Liu, L.; Zhao, Y.; Zhang, J.; Wang, D.; Chen, J.; He, Y.; Wu, J.; Zhang, Z. & Liu, Z. 
(2011). Hypoxia induces genomic DNA demethylation through the activation of 
HIF-1alpha and transcriptional upregulation of MAT2A in hepatoma cells. 
Molecular Cancer Therapeutics, Vol.10, No. 6, (Jun 2011), pp. 1113-1123, ISSN 1538-
8514  

Liu, Y. V.; Baek, J. H.; Zhang, H.; Diez, R.; Cole, R. N. & Semenza, G. L. (2007). RACK1 
competes with HSP90 for binding to HIF-1alpha and is required for O(2)-
independent and HSP90 inhibitor-induced degradation of HIF-1alpha. Molecular 
Cell, Vol.25, No. 2, (Jan 26 2007), pp. 207-217, ISSN 1097-2765  

www.intechopen.com



The Involvement of the ERK-Hypoxia-Angiogenesis  
Signaling Axis and HIF-1 in Hepatocellular Carcinoma 

 

271 

Llovet, J. M. & Bruix, J. (2003). Systematic review of randomized trials for unresectable 
hepatocellular carcinoma: Chemoembolization improves survival. Hepatology, 
Vol.37, No. 2, (Feb 2003), pp. 429-442, ISSN 0270-9139 

Llovet, J. M.; Ricci, S.; Mazzaferro, V.; Hilgard, P.; Gane, E.; Blanc, J. F.; de Oliveira, A. C.; 
Santoro, A.; Raoul, J. L.; Forner, A.; Schwartz, M.; Porta, C.; Zeuzem, S.; Bolondi, L.; 
Greten, T. F.; Galle, P. R.; Seitz, J. F.; Borbath, I.; Haussinger, D.; Giannaris, T.; Shan, 
M.; Moscovici, M.; Voliotis, D. & Bruix, J. (2008). Sorafenib in advanced 
hepatocellular carcinoma. New England Journal of Medicine, Vol.359, No. 4, (Jul 24 
2008), pp. 378-390, ISSN 1533-4406  

Luo, J. C. & Shibuya, M. (2001). A variant of nuclear localization signal of bipartite-type is 
required for the nuclear translocation of hypoxia inducible factors (1alpha, 2alpha 
and 3alpha). Oncogene, Vol.20, No. 12, (Mar 22 2001), pp. 1435-1444, ISSN 0950-9232 

Lyberopoulou, A.; Venieris, E.; Mylonis, I.; Chachami, G.; Pappas, I.; Simos, G.; Bonanou, S. 
& Georgatsou, E. (2007). MgcRacGAP interacts with HIF-1alpha and regulates its 
transcriptional activity. Cellular Physiology and Biochemistry, Vol.20, No. 6, 2007), pp. 
995-1006, ISSN 1015-8987 

Manach, C.; Williamson, G.; Morand, C.; Scalbert, A. & Remesy, C. (2005). Bioavailability 
and bioefficacy of polyphenols in humans. I. Review of 97 bioavailability studies. 
American Journal of Clinical Nutrition, Vol.81, No. 1 Suppl, (Jan 2005), pp. 230S-242S, 
ISSN 0002-9165 

Min, L.; He, B. & Hui, L. (2010). Mitogen-activated protein kinases in hepatocellular 
carcinoma development. Seminars in Cancer Biology, Vol.21, No. 1, (Feb 2010), pp. 
10-20, ISSN 1096-3650  

Minet, E.; Arnould, T.; Michel, G.; Roland, I.; Mottet, D.; Raes, M.; Remacle, J. & Michiels, C. 
(2000). ERK activation upon hypoxia: involvement in HIF-1 activation. FEBS Letters, 
Vol.468, No. 1, (Feb 18 2000), pp. 53-58, ISSN 0014-5793 

Mitsuhashi, N.; Shimizu, H.; Ohtsuka, M.; Wakabayashi, Y.; Ito, H.; Kimura, F.; Yoshidome, 
H.; Kato, A.; Nukui, Y. & Miyazaki, M. (2003). Angiopoietins and Tie-2 expression 
in angiogenesis and proliferation of human hepatocellular carcinoma. Hepatology, 
Vol.37, No. 5, (May 2003), pp. 1105-1113, ISSN 0270-9139  

Mottet, D.; Michel, G.; Renard, P.; Ninane, N.; Raes, M. & Michiels, C. (2002). ERK and 
calcium in activation of HIF-1. Annals of the New York Academy of Science, Vol.973, 
No., (Nov 2002), pp. 448-453, ISSN 0077-8923 

Mylonis, I.; Chachami, G.; Samiotaki, M.; Panayotou, G.; Paraskeva, E.; Kalousi, A.; 
Georgatsou, E.; Bonanou, S. & Simos, G. (2006). Identification of MAPK 
phosphorylation sites and their role in the localization and activity of hypoxia-
inducible factor-1alpha. Journal of Biological Chemistry, Vol.281, No. 44, (Nov 3 2006), 
pp. 33095-33106, ISSN 0021-9258 

Mylonis, I.; Chachami, G.; Paraskeva, E. & Simos, G. (2008). Atypical CRM1-dependent 
nuclear export signal mediates regulation of hypoxia-inducible factor-1alpha by 
MAPK. Journal of Biological Chemistry, Vol.283, No. 41, (Oct 10 2008), pp. 27620-
27627, ISSN 0021-9258 

Mylonis, I.; Lakka, A.; Tsakalof, A. & Simos, G. (2010). The dietary flavonoid kaempferol 
effectively inhibits HIF-1 activity and hepatoma cancer cell viability under hypoxic 
conditions. Biochemical and Biophysical Research Communications, Vol.398, No. 1, (Jul 
16 2010), pp. 74-78, ISSN 1090-2104  

www.intechopen.com



 
Hepatocellular Carcinoma – Basic Research 

 

272 

Nakamura, K.; Zen, Y.; Sato, Y.; Kozaka, K.; Matsui, O.; Harada, K. & Nakanuma, Y. (2007). 
Vascular endothelial growth factor, its receptor Flk-1, and hypoxia inducible factor-
1alpha are involved in malignant transformation in dysplastic nodules of the liver. 
Human Pathology, Vol.38, No. 10, (Oct 2007), pp. 1532-1546, ISSN 0046-8177  

Nilsson, M. B.; Zage, P. E.; Zeng, L.; Xu, L.; Cascone, T.; Wu, H. K.; Saigal, B.; Zweidler-
McKay, P. A. & Heymach, J. V. (2010). Multiple receptor tyrosine kinases regulate 
HIF-1alpha and HIF-2alpha in normoxia and hypoxia in neuroblastoma: 
implications for antiangiogenic mechanisms of multikinase inhibitors. Oncogene, 
Vol.29, No. 20, (May 20 2010), pp. 2938-2949, ISSN 1476-5594  

Niu, G.; Briggs, J.; Deng, J.; Ma, Y.; Lee, H.; Kortylewski, M.; Kujawski, M.; Kay, H.; Cress, 
W. D.; Jove, R. & Yu, H. (2008). Signal transducer and activator of transcription 3 is 
required for hypoxia-inducible factor-1alpha RNA expression in both tumor cells 
and tumor-associated myeloid cells. Molecular Cancer Research, Vol.6, No. 7, (Jul 
2008), pp. 1099-1105, ISSN 1541-7786  

Papadakis, A. I.; Paraskeva, E.; Peidis, P.; Muaddi, H.; Li, S.; Raptis, L.; Pantopoulos, K.; 
Simos, G. & Koromilas, A. E. (2010). eIF2{alpha} Kinase PKR modulates the hypoxic 
response by Stat3-dependent transcriptional suppression of HIF-1{alpha}. Cancer 
Research, Vol.70, No. 20, (Oct 15 2010), pp. 7820-7829, ISSN 1538-7445 

Patsenker, E.; Popov, Y.; Stickel, F.; Schneider, V.; Ledermann, M.; Sagesser, H.; Niedobitek, 
G.; Goodman, S. L. & Schuppan, D. (2009). Pharmacological inhibition of integrin 
alphavbeta3 aggravates experimental liver fibrosis and suppresses hepatic 
angiogenesis. Hepatology, Vol.50, No. 5, (Nov 2009), pp. 1501-1511, ISSN 1527-3350  

Pearson, G.; Robinson, F.; Beers Gibson, T.; Xu, B. E.; Karandikar, M.; Berman, K. & Cobb, 
M. H. (2001). Mitogen-activated protein (MAP) kinase pathways: regulation and 
physiological functions. Endocrine Reviews, Vol.22, No. 2, (Apr 2001), pp. 153-183, 
ISSN 0163-769X 

Poon, E.; Harris, A. L. & Ashcroft, M. (2009). Targeting the hypoxia-inducible factor (HIF) 
pathway in cancer. Expert Reviews in Molecular Medicine, Vol.11, No., 2009), pp. e26, 
ISSN 1462-3994  

Poon, R. T.; Ho, J. W.; Tong, C. S.; Lau, C.; Ng, I. O. & Fan, S. T. (2004). Prognostic 
significance of serum vascular endothelial growth factor and endostatin in patients 
with hepatocellular carcinoma. British Journal of Surgery, Vol.91, No. 10, (Oct 2004), 
pp. 1354-1360, ISSN 0007-1323  

Poon, R. T.; Lau, C.; Pang, R.; Ng, K. K.; Yuen, J. & Fan, S. T. (2007). High serum vascular 
endothelial growth factor levels predict poor prognosis after radiofrequency 
ablation of hepatocellular carcinoma: importance of tumor biomarker in ablative 
therapies. Annals of Surgical Oncology, Vol.14, No. 6, (Jun 2007), pp. 1835-1845, ISSN 
1068-9265  

Rapisarda, A.; Uranchimeg, B.; Sordet, O.; Pommier, Y.; Shoemaker, R. H. & Melillo, G. 
(2004). Topoisomerase I-mediated inhibition of hypoxia-inducible factor 1: 
mechanism and therapeutic implications. Cancer Research, Vol.64, No. 4, (Feb 15 
2004), pp. 1475-1482, ISSN 0008-5472 

Richard, D. E.; Berra, E.; Gothie, E.; Roux, D. & Pouyssegur, J. (1999). p42/p44 mitogen-
activated protein kinases phosphorylate hypoxia-inducible factor 1alpha (HIF-
1alpha) and enhance the transcriptional activity of HIF-1. Journal of Biological 
Chemistry, Vol.274, No. 46, (Nov 12 1999), pp. 32631-32637, ISSN 0021-9258 

www.intechopen.com



The Involvement of the ERK-Hypoxia-Angiogenesis  
Signaling Axis and HIF-1 in Hepatocellular Carcinoma 

 

273 

Rius, J.; Guma, M.; Schachtrup, C.; Akassoglou, K.; Zinkernagel, A. S.; Nizet, V.; Johnson, R. 
S.; Haddad, G. G. & Karin, M. (2008). NF-kappaB links innate immunity to the 
hypoxic response through transcriptional regulation of HIF-1alpha. Nature, Vol.453, 
No. 7196, (Jun 5 2008), pp. 807-811, ISSN 1476-4687  

Rosmorduc, O. & Housset, C. (2010). Hypoxia: a link between fibrogenesis, angiogenesis, 
and carcinogenesis in liver disease. Seminars in Liver Disease, Vol.30, No. 3, (Aug 
2010), pp. 258-270, ISSN 1098-8971 

Salceda, S.; Beck, I.; Srinivas, V. & Caro, J. (1997). Complex role of protein phosphorylation 
in gene activation by hypoxia. Kidney International, Vol.51, No. 2, (Feb 1997), pp. 
556-559, ISSN 0085-2538  

Sang, N.; Stiehl, D. P.; Bohensky, J.; Leshchinsky, I.; Srinivas, V. & Caro, J. (2003). MAPK 
signaling up-regulates the activity of hypoxia-inducible factors by its effects on 
p300. Journal of Biological Chemistry, Vol.278, No. 16, (Apr 18 2003), pp. 14013-14019, 
ISSN 0021-9258 

Schofield, C. J. & Ratcliffe, P. J. (2005). Signalling hypoxia by HIF hydroxylases. Biochemical 
and Biophysical Research Communications, Vol.338, No. 1, (Dec 9 2005), pp. 617-626, 
ISSN 1471-0072 

Semenza, G. L. (2001). HIF-1, O(2), and the 3 PHDs: how animal cells signal hypoxia to the 
nucleus. Cell, Vol.107, No. 1, (Oct 5 2001), pp. 1-3, ISSN 0092-8674 

Semenza, G. L. (2003). Targeting HIF-1 for cancer therapy. Nature Reviews Cancer, Vol.3, No. 
10, (Oct 2003), pp. 721-732, ISSN 1474-175x 

Semenza, G. L. (2010). Defining the role of hypoxia-inducible factor 1 in cancer biology and 
therapeutics. Oncogene, Vol.29, No. 5, (Feb 4 2010), pp. 625-634, ISSN 1476-5594 

Seta, K. A.; Kim, R.; Kim, H. W.; Millhorn, D. E. & Beitner-Johnson, D. (2001). Hypoxia-
induced regulation of MAPK phosphatase-1 as identified by subtractive 
suppression hybridization and cDNA microarray analysis. Journal of Biological 
Chemistry, Vol.276, No. 48, (Nov 30 2001), pp. 44405-44412, ISSN 0021-9258  

Tanaka, H.; Yamamoto, M.; Hashimoto, N.; Miyakoshi, M.; Tamakawa, S.; Yoshie, M.; 
Tokusashi, Y.; Yokoyama, K.; Yaginuma, Y. & Ogawa, K. (2006). Hypoxia-
independent overexpression of hypoxia-inducible factor 1alpha as an early change 
in mouse hepatocarcinogenesis. Cancer Research, Vol.66, No. 23, (Dec 1 2006), pp. 
11263-11270, ISSN 0008-5472 

Triantafyllou, A.; Mylonis, I.; Simos, G.; Bonanou, S. & Tsakalof, A. (2008). Flavonoids 
induce HIF-1alpha but impair its nuclear accumulation and activity. Free Radical 
Biology and Medicine, Vol.44, No. 4, (Feb 15 2008), pp. 657-670, ISSN 0891-5849 

Villanueva, A.; Hoshida, Y.; Toffanin, S.; Lachenmayer, A.; Alsinet, C.; Savic, R.; Cornella, H. 
& Llovet, J. M. (2010). New strategies in hepatocellular carcinoma: genomic 
prognostic markers. Clinical Cancer Research, Vol.16, No. 19, (Oct 1 2010), pp. 4688-
4694, ISSN 1078-0432  

von Marschall, Z.; Cramer, T.; Hocker, M.; Finkenzeller, G.; Wiedenmann, B. & Rosewicz, S. 
(2001). Dual mechanism of vascular endothelial growth factor upregulation by 
hypoxia in human hepatocellular carcinoma. Gut, Vol.48, No. 1, (Jan 2001), pp. 87-
96, ISSN 0017-5749  

Wei, W. & Yu, X. D. (2007). Hypoxia-inducible factors: crosstalk between their protein 
stability and protein degradation. Cancer Letters, Vol.257, No. 2, (Nov 18 2007), pp. 
145-156, ISSN 0304-3835 

www.intechopen.com



 
Hepatocellular Carcinoma – Basic Research 

 

274 

Wiesener, M. S.; Jurgensen, J. S.; Rosenberger, C.; Scholze, C. K.; Horstrup, J. H.; Warnecke, 
C.; Mandriota, S.; Bechmann, I.; Frei, U. A.; Pugh, C. W.; Ratcliffe, P. J.; Bachmann, 
S.; Maxwell, P. H. & Eckardt, K. U. (2003). Widespread hypoxia-inducible 
expression of HIF-2alpha in distinct cell populations of different organs. Faseb 
Journal, Vol.17, No. 2, (Feb 2003), pp. 271-273, ISSN 1530-6860 

Wilhelm, S. M.; Carter, C.; Tang, L.; Wilkie, D.; McNabola, A.; Rong, H.; Chen, C.; Zhang, X.; 
Vincent, P.; McHugh, M.; Cao, Y.; Shujath, J.; Gawlak, S.; Eveleigh, D.; Rowley, B.; 
Liu, L.; Adnane, L.; Lynch, M.; Auclair, D.; Taylor, I.; Gedrich, R.; Voznesensky, A.; 
Riedl, B.; Post, L. E.; Bollag, G. & Trail, P. A. (2004). BAY 43-9006 exhibits broad 
spectrum oral antitumor activity and targets the RAF/MEK/ERK pathway and 
receptor tyrosine kinases involved in tumor progression and angiogenesis. Cancer 
Research, Vol.64, No. 19, (Oct 1 2004), pp. 7099-7109, ISSN 0008-5472  

Wilson, W. R. & Hay, M. P. (2011). Targeting hypoxia in cancer therapy. Nature Reviews 
Cancer, Vol.11, No. 6, (Jun 2011), pp. 393-410, ISSN 1474-1768  

Xiang, Z. L.; Zeng, Z. C.; Fan, J.; Tang, Z. Y.; He, J.; Zeng, H. Y. & Chang, J. Y. (2011). The 
expression of HIF-1alpha in primary hepatocellular carcinoma and its correlation 
with radiotherapy response and clinical outcome. Molecular Biology Reports, doi: 
10.1007/s11033-011-0949-1 (Jun 7 2011), ISSN 1573-4978  

Xu, D.; Yao, Y.; Lu, L.; Costa, M. & Dai, W. (2010). Plk3 functions as an essential component 
of the hypoxia regulatory pathway by direct phosphorylation of HIF-1alpha. 
Journal of Biological Chemistry, Vol.285, No. 50, (Dec 10 2010), pp. 38944-38950, ISSN 
1083-351X  

Zender, L.; Villanueva, A.; Tovar, V.; Sia, D.; Chiang, D. Y. & Llovet, J. M. (2010). Cancer 
gene discovery in hepatocellular carcinoma. Journal of Hepatology, Vol.52, No. 6, 
(Jun 2010), pp. 921-929, ISSN 0168-8278  

Zhao, L. J.; Wang, L.; Ren, H.; Cao, J.; Li, L.; Ke, J. S. & Qi, Z. T. (2005). Hepatitis C virus E2 
protein promotes human hepatoma cell proliferation through the MAPK/ERK 
signaling pathway via cellular receptors. Experimental Cell Research, Vol.305, No. 1, 
(Apr 15 2005), pp. 23-32, ISSN 0014-4827  

www.intechopen.com



Hepatocellular Carcinoma - Basic Research

Edited by Dr. Joseph W.Y. Lau

ISBN 978-953-51-0023-2

Hard cover, 402 pages

Publisher InTech

Published online 10, February, 2012

Published in print edition February, 2012

InTech Europe

University Campus STeP Ri 

Slavka Krautzeka 83/A 

51000 Rijeka, Croatia 

Phone: +385 (51) 770 447 

Fax: +385 (51) 686 166

www.intechopen.com

InTech China

Unit 405, Office Block, Hotel Equatorial Shanghai 

No.65, Yan An Road (West), Shanghai, 200040, China 

Phone: +86-21-62489820 

Fax: +86-21-62489821

Hepatocellular Carcinoma represents a leading cause of cancer death and a major health problem in

developing countries where hepatitis B infection is prevalent. It has also become increasingly important with

the increase in hepatitis C infection in developed countries. Knowledge of hepatocellular carcinoma has

progressed rapidly. This book is a compendium of papers written by experts to present the most up-to-date

knowledge on hepatocellular carcinoma. This book deals mainly with the basic research aspect of

hepatocellular carcinoma. The book is divided into three sections: (I) Biomarkers / Therapeutic Target; (II)

Carcinogenesis / Invasion / Metastasis; and (III) Detection / Prevention / Prevalence. There are 18 chapters in

this book. This book is an important contribution to the basic research of hepatocellular carcinoma. The

intended readers of this book are scientists and clinicians who are interested in research on hepatocellular

carcinoma. Epidemiologists, pathologists, hospital administrators and drug manufacturers will also find this

book useful.

How to reference

In order to correctly reference this scholarly work, feel free to copy and paste the following:

Ilias Mylonis and George Simos (2012). The Involvement of the ERK-Hypoxia-Angiogenesis Signaling Axis and

HIF-1 in Hepatocellular Carcinoma, Hepatocellular Carcinoma - Basic Research, Dr. Joseph W.Y. Lau (Ed.),

ISBN: 978-953-51-0023-2, InTech, Available from: http://www.intechopen.com/books/hepatocellular-

carcinoma-basic-research/the-involvement-of-the-erk-hypoxia-angiogenesis-signaling-axis-and-hif-1-in-

hepatocellular-carcinoma



© 2012 The Author(s). Licensee IntechOpen. This is an open access article

distributed under the terms of the Creative Commons Attribution 3.0

License, which permits unrestricted use, distribution, and reproduction in

any medium, provided the original work is properly cited.


